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FL, BR AmARAN FHR . IH AR BER, ZF AL FEL(P>0.05) R hF sHLA-G KF Fo
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Correlation analysis between serum sHLA-G level and EBV-DNA load in children
with primary infectious mononucleosis
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Shenyang ,Liaoning 110031,China

Abstract: Objective To study the correlation between serum soluble leukocyte antigen G (sHLLA-G) and
EB virus deoxyribonucleic acid (EBV-DNA) load in children patients with primary infectious mononucleosis.
Methods Sixty children patients with primary infectious mononucleosis treated in this hospital from April 2016 to A-
pril 2019 were selected as the observation group,and contemporaneous 60 healthy children undergoing the healthy
physical examination were selected as the control group. The general data,serum sHLA-G level, EBV-DNA load and
T-lymphoid subsets were compared between the two groups,and the significance of serum sHILA-G level in children
patients with primary infectious mononucleosis was analyzed. Results There was no statistically significant differ-
ence in the gender,age,height and body mass between the two groups (P>>0.05); the serum sHLA-G level
and EBV-DNA load in the observation group were significantly higher than those in the control group (P <<
0.05); in the T lymphocyte subsets,the CD3" and CD8" in the observation group were significantly higher
than those in the control group.and the CD4" and CD4" /CD8" were significantly lower than those in the con-
trol group (P<C0.05); the Pearson correlation analysis showed that serum sHLA-G level was positively cor-
related with EBV-DNA load (r =0. 483, P <C0. 05) and had no correlation with T-lymphoid subsets CD3",
CD4" ,CD8" ,CD4 " /CD8" (r=0.029,—0.022,0.017,—0. 084, P >>0. 05). Conclusion The serum sHLA-G
level is significantly increased in children patients with primary infectious mononucleosis, moreover has signif-
icant correlation with EBV-DNA load, but the increase of serum sHLLA-G level is not the direct factor causing
the decrease of immune function.
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G 2k TR AT R 2RI L, o R R ILY ., £
BTG 58 B (B A 350 5 FOL 2 5 H B i
SRR RS PR I R R W TS . I IR B X%
LW 3 G L ML EBV SRR A L EB V-l SR
¥R (EBV-DNA) K& I 25 412 , (H 78 52 B b %2 30, AN T
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P AR A0 M 3 2 BB L P RO A G IR TE A B b . AR
FE TR R AR e Pk 5 R A i 1% 2 6E 8L i v
sHLA-G /KF 5 EBV-DNA # & (19 A1 5¢ ¢, P47 38

WmrE,
1 #RE5AZE
1.1 %R ¥EFE 2016 4F 4 HE 2019 4F 4 A A

BEdEi2 19 60 i J5 % Yo 1 PR A% 20 e 386 20 B LAE N
WERUL . A BRUE : (1) FF A TR K AL Yo 1 B A% 20 i 1
ZRES W bR AES I8 1 I R A BRI R S RO B
T %0, EBV $ik ., EBV-DNA 44 #5158 D) 1 i2
(DR 3 A HE 34, HeBRIRME: (D BRI #H
(2) JIE 2% T B8 ™ 0 PR A9 5 (3) M e & 5 (4) I 31 %
Tt M EIBIT s (O B I RAEE; (6) i 3 M H
PRI P Ao 3R G 0 o 7 B i R s () TRIR A
AW H . e A A BE LR R R L3 60 il
VE R X B AR A L B30T 22 4 N oK & A 9 B IR g, 4F
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1B 0 78 W% B 36 CELIS A 347 K6 0, 38 751 &5 W T 5 e
Exbio 227,

1.2.3 EBV-DNA #ZarRll 8 bk il & T F i ah
PUEEE I TagMan 2R ICIRET BRI HR OF
%% PEEBV5'-XC-CTCGGA-CAGCTCCTAA-GAA
GG-CACC-Y-3",26 bp) #EAT KM, 45 i 1 45 & T
SCEE 96 O E | B A B BE I N (RT-PCR) A I 4%
(DA7600 #) w58 3 A SR EAT 9 8 . o i e T+
PCR e W im A B G 89 2 pL A 5 B35 W, LA
8 000 r/min ¥ B 20O B RT-PCR A I AU BE
st R v e 6 7 (4 IR I B R L P S
% AE AR bR A, T 93 CRIREE T , AR 2
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CD4" /CD8 ",

1.3 Siiteghb B R SPSSI18. 0 48 it #4475k
PEAL BRI A3 AT . TP EER DL & s FoR L 4l R
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2.1 A — MR M sHLA-G 7K F Fl EBV-
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WMEEH 60 35/25 1.9740. 38 78.56420. 93 12.12+2. 86 121.844+17. 41 7.38+1.02

XFHEZH 60 38/22 2.05+0. 30 79.01+28.61 12.26+2.40 18.3143.45 1.2340.24

X%/t 0.315 1. 280 0.098 0. 290 45,183 45. 462
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CD8" .CD4 " /CD8 " ¥ A KM (r=0. 029, —0. 022,
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PE TN F B
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bl S N e O VA O N O S B T 0 R N
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HAUIRA . AW 5T i M e S B & B L I sHLA-

G 7KF5 EBV-DNA #k &8 2 1EAH ¢, 7387 8 L#E EBV
YL SRR AT AR A A0 I O & FEAE T XL ) I R
SREALE R A . S 3 EBV-DNA #E 1T eE. H
M sHLA-G 7KSF45 T ik B 40 i W7 CD3 " .CD4 ",
CD8" .CD4 " /CDS8" ¥y Jo# 56 ¥k, #& 7% I 7 sHLA-G
) 1 228 38 R Ji i A% G M B % 20 R 3G 22 0 FR LY B g
WEEIR AT, sHLA-G I A B 25 m LAY % 58 2h
AE. FEIm & BT BRI sHLA-G Al fig &
FIVC Al PR 28 2 8] AH B Wb ) S0 R & A5 e v A 4 i
W Z0E B AT RE W S5 . 2B E A A T BE 2
AW BRIV /N B RS R K F 588
GEHREIEL SRR KEEAR RSV,

25 R, % sHLA-G 7K A J5 R A Yo M B %
4 3t 22 5E LA T, BRI EBV-DNA 2 5 H
A E ARG sHLA-G ZKF B9 TH s 6 2 18 il B
LR FE DI RE AR EL IR 2R .
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