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Establishment of a methodology for detecting artemisinin-Resistant K13 gene mutations
in Plasmodium falciparum using High-Resolution Melting curve unlabeled probe genotyping”
CHEN Weizhong
Department of Clinical Laboratory »Chaozhou People’s Hospital sChaozhou sGuangdong 521000, China
Abstract: Objective To establish a High-Resolution Melting (HRM) analysis with an Unlabeled Probe
for artemisinin resistance related mutation site C580Y of K13 gene in Plasmodium falciparum. Methods The
wild-type and C580Y mutant plasmids were constructed,and the corresponding primer probes were designed.
The C580Y mutation was detected by HRM analysis with an Unlabeled Probe. Results Genotypes containing
C580Y mutation and wild genotypes were successfully detected in the samples. The difference in temperature
between the wild-type and mutant probe peaks was 5 “C. Conclusion The high resolution melting analysis

with unlabeled probes technique is a fast, accurate, inexpensive, and high-throughput assay, suitable for the

large-scale detection of K13 gene mutations associated with Plasmodium falciparum artemisinin resistance in

endemic areas.
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