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The relative level and clinical significance of miRNA-1290 in the
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Abstract: Objective To explore the expression and clinical significance of miRNA-1290 in the serum of
patients with gastric cancer, Methods A total of 64 patients with gastric cancer admitted to the Department of
Gastroenterology of the hospital from March 2018 to September 2020 were selected as the gastric cancer
group,and 64 healthy patients who underwent physical examinations in the hospital during the same time peri-
od were selected as the control group. Blood samples of all participants were collected, and real-time fluores-
cent quantitative polymerase chain reaction (QRT-PCR) was used to detect serum miRNA-1290 levels. The re-
lationship between serum miRNA-1290 expression and the patient’s clinical characteristics was analyzed,and
the receiver operating characteristic curve was drawn to evaluate the diagnostic value of serum miRNA-129 for
gastric cancer. Results The expression level of serum miRNA-1290 in the gastric cancer group was signifi-
cantly higher than that in the control group.and the difference was statistically significant (z =42. 393, P <<
0.001). There were significant differences in serum miRNA-1290 expression levels in patients with gastric
cancer with different TNM stages,lymph node metastasis,degree of differentiation,and tumor diameter (P <C
0. 05). There were no significant differences in serum miRNA-1290 expression levels in patients with gastric
cancer of different genders,ages,and pathological types (P >>0. 05). The sensitivity of miRNA-1290 in diagno-
sing gastric cancer was 91. 4% ,specificity was 87. 3% ,area under curve was 0. 816 (95%CI:0.691—0. 942,
P <C0.05) and the cutoff value was 4. 92. Conclusion The expression level of miRNA-1290 in the serum of
gastric cancer patients is elevated,which has certain diagnostic value for gastric cancer and can be used as an

important marker molecule for early diagnosis of gastric cancer.
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