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Application of second-generation linear probe technology in tuberculosis diagnosis and drug resistance detection
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To explore the application value of the second-generation linear probe technology
From June 2018 to

June 2019,1 322 patients with suspected pulmonary tuberculosis in our hospital were selected as the research

Abstract : Objective
(MTBDR plus V2. 0) in the diagnosis of tuberculosis and its drug resistance. Methods

objects. All the subjects used the same sputum sample for sputum smear detection, MGIT 960 liquid culture
and MTBDR plus V2.0 gene detection. The MGIT 960 drug susceptibility test was performed on the strains
that were culture-positive and identified as Mycobacterium tuberculosis. Kappa test was used to compare the
results and efficacy of drug sensitivity tests. Results Using MGIT 960 liquid culture results as the standard,
the sensitivity of sputum smear and MTBDR plus V2. 0 for detecting Mycobacterium tuberculosis were
46.74% and 87.15% ,the specificity were 98.73% and 92. 74 % ,and the Kappa value were 0. 45 and 0. 80, re-
spectively, MGIT 960 liquid culture and MTBDR plus V2. 0 showed no significant difference in the detection
efficiency of smear-negative pulmonary tuberculosis patients (X*=0.071,P =0.790). MGIT 960 and MTBDR
plus V2.0 were tested for resistance to rifampicin and isoniazid,and the Kappa values were 0. 84 and 0. 69,re-
spectively. Conclusion MTBDR plus V2. 0 can quickly diagnose tuberculosis,and its efficacy is similar to that
of MGIT 960 liquid culture, which is higher than that of sputum smear detection. In terms of rifampicin resist-
ance detection, MTBDR plus V2.0 and MGIT 960 have good consistency,but the consistency of isoniazid re-
sistance detection is general.
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