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Abstract:Objective To evaluate the performance of domestic matrix assisted laser desorption/ionization
time of flight mass spectrometry (MALDI-TOF MS) system microTyper MS in identifying gram-negative or-
ganisms. Methods Gram-negative reference strains stored in the laboratory and clinical gram-negative strains
isolated from June 2018 to June 2019 were detected parallelly using domestic MALDI-TOF MS system micro-
Typer MS and imported mass spectrometry system VITEK MS system. Biochemical identification or 16s rD-
NA Sequencing was performed when different result occurred. So as to evaluate the performance of microTyp-
er MS in identification of gram-negative organisms. Results A total of 45 genus or 4 509 strains of gram-neg-
ative organisms were tested, 4 419 strains accurately identified by VITEK MS system with accuracy of
98.0%. A total of 4 405 strains accurately identified by microTyper MS with accuracy of 97.7%. Conclu-
sion microTyper MS system has similar capability in identifying gram-negative organisms compared with
VITEK MS system.
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