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Abstract:Objective To compare the common or unique bacteria of respiratory tract specimens of elderly
patients with bacterial pneumonia obtained by different collection methods by 16S rDNA high-throughput se-
quencing technology.and to evaluate the clinical value of qualified respiratory tract specimens. Methods Ten
untreated elderly patients diagnosed with bacterial pneumonia in the hospital were selected as the research ob-
jects. The specimens of natural expectoration (SH group) ., fiberoptic bronchoscopic sputum aspiration (XT
group) and fiberoptic bronchoscopic alveolar lavage fluid (XC group) were collected respectively. 16S rDNA
high-throughput sequencing technology was used to detect and compare the similarities and differences in bac-
terial composition of the three groups of specimens. Results There were 959 genera of flora in the three
groups. There was significant difference in the genera of unique bacteria among the three groups (P<C0.05),
but nonmetric multidimensional scale analysis showed that there was no significant difference in the overall
16S rDNA high-throughput sequen-

cing SH group specimens are more abundant in bacteria, but the overall bacterial structure of the three groups

bacterial structure at the genus level among the three groups. Conclusion

of qualified specimens is not significantly different at the genus level. SH group specimens still have certain
clinical value.
16S rDNA high-throughput sequencing;
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