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Abstract: Objective To explore the application value of methylenetetrahydrofolate reductase (MTHFR)
gene polymorphism and thromboelastography in the adverse pregnancy outcome of fetus. Methods A total of
100 pregnant women with adverse pregnancy outcome of fetus treated in the hospital from May 2019 to Octo-
ber 2020 were selected as the study group,and 60 healthy women of childbearing age (with normal pregnancy
history) were selected as the control group. The single nucleotide polymorphisms of MTHFR C677T and
A1298C genes were detected by fluorescence quantitative PCR. Compared the distribution of MTHFR C677T,
A1298C genotypes and alleles between the two groups. Analyzed the relationship between MTHFR C677T
genotype and adverse pregnancy outcome of fetus. Analyzed the value of thromboelastogram parameters in the
diagnosis of adverse pregnancy outcome of fetus in TT type carriers of MTHFR C677T gene. Results There
was a statistically significant difference in the proportions of TT type, T and C alleles in C677T gene between
the study group and the control group (P<C0.05). In the C677T genotype,the incidence of adverse pregnancy
outcome of fetus in TT type carriers was significantly higher than that in CC+ CT type carriers, and the
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difference was statistically significant (P<C0. 05). In the C677T genotype,the coagulation time (K),coagula-

tion angle (o angle),and the maximum amplitude of clot formation (MA) between TT and CC+CT type car-

riers were compared,and the differences were statistically significant (P <C0. 05). The area under the curve of

MA in the diagnosis of adverse pregnancy outcome of fetus in MTHFR C677T TT type carriers was 0. 856,
which was higher than the reaction time,K and « angle. Conclusion The TT type of MTHFR C677T gene re-

lates to the occurrence of adverse pregnancy outcome of fetus in pregnant women. The value of MA in the di-

agnosis of adverse pregnancy outcome of fetus in MTHFR C677T gene TT type carriers is higher.
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