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Expression of serum GDF5 mRNA in patients with chronic periodontitis and its correlation
with the degree of disease”
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Abstract: Objective To analyze the expression of serum growth differentiation factor 5 (GDF5) mRNA
in patients with chronic periodontitis and its correlation with the severity of the disease. Methods A total of
150 patients with chronic periodontitis who were admitted to the Department of Stomatology of Aerospace
Center Hospital from January 2019 to January 2021 were selected as the study group,and were divided into
mild group (53 cases), moderate group (51 cases),severe group (46 cases),and 50 healthy cases accepting
physical examination during the same period were selected as the control group. The expression level of serum
GDF5 mRNA was detected by real-time fluorescence quantification (qRT-PCR). Pearson method was used to
analyze the correlation between the expression level of serum GDF5 mRNA and the probing depth of perio-
dontal pocket,attachment loss level and plaque index. Spearman method was used to analyze the correlation
between the expression level of GDF5 mRNA and the degree of pathological changes. Multivariate Logistic re-
gression was used to analyze the influencing factors of chronic periodontitis. The predictive value of serum
GDF5 mRNA level for severe chronic periodontitis was analyzed by Receiver Operating Characteristic (ROC)
curve. Results The expression level of serum GDF5 mRNA in the control group and the study group were
1.0140.30,0.7040. 21, which in the study group was obviously lower than that in the control group (r=
8.061,P<C0.001). The levels of serum GDF5 mRNA, the probing depth of periodontal pocket, attachment
loss and plaque index increased sequentially in the mild group moderate group and severe group, the differ-
ences between any two groups were statistically significant (P<C0. 05). The expression of GDF5 mRNA corre-
lated negatively with the probing depth of periodontal pocket,the level of attachment loss and the degree of
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plaque index lesions (+=—0.587,—0.521,—0.628,—0.567,P<C0. 001). Multivariate Logistic regression a-

nalysis showed that decreased GDF5 mRNA was a risk factor for the occurrence of chronic periodontitis (P <<

0.05). The ROC curve analysis results showed that the area under the curve of serum GDF5 mRNA for pre-

dicting severe chronic periodontitis was 0. 893, with a sensitivity of 79. 23% and a specificity of 88. 31%. Con-

clusion Serum GDF5 mRNA level in patients with chronic periodontitis decrease with increasing degree of le-

sions and can also be used as an indicator for predicting severe chronic periodontitis.
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