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 E.HH K23 Emy (NAs) KBS 7 8RB CHEF X (CHB) &4 A £ % & (HBV) RNA
HRTFREGREL, ik #2023 56 A %2024 F2 AEEKEESL NAs %57 2 F & Ly 81 #) CHB
BEAEA R R, TR % &34 HBV RNA . HBV DNA £ &# 0, Wi R E HBV DNA K -F %% HBV
RNA £ ZRKF; I AFE A X E /R (HBeAg) K-F &% HBV RNA £ 2K P B RBE CAF X &2 @R
J? (HBsAg) /K -F % % HBV RNA T ZKF; o4 F b 8RB A (ALT) R AR B 3 28 (AST) \HBeAg.
HBsAg.HBV DNA 5 HBV RNA £ K Fwym Lk, 4R HBV DNA>10 1IU/mL 41 (45 #]) # HBV
DNA<C10 TU/mL 41(36 #]) HBV RNA & & /K-F 4 % %4 3.31(2.31,3.95).,0(0.00,2.31), HBV DNA>>10
IU/mL 288 2 & F HBV DNA<T10 TU/mL 28, £ % A % it 5% & L (P <{0. 05), HBeAg Fa b 40 (37 #]) A=
HBeAg M 20 (44 #1) HBV RNA £ 2K F 4 % A4 3.37(2.31.3.66).,2.11€0.00,2. 48), HBeAg M40 HBV
RNA ZZ/K-F % T HBeAg M4, £F A %3t 5 & L (P<0.05), HBsAg<(200 IU/mL £8(9 #]).,200
JIU/mL<<HBsAg<(2 000 TU/mL 41 (35 #]),HBsAg=2 000 IU/mL %1 (37 #) HBV RNA & % K F % 5 4
0.00(0.00,2.03),2.25(0.00,2.75).3.21(2.29,4.33),3 2818 HBV RNA £ T KF &, ZF A %It F&E L
(P<<0.05), HBV RNA Z %K -F%5 HBsAg.HBeAg % HBV DNA K -F# 2 2 % EA48 % (r=0.513.0. 321,
0.508,P<C0.05), & CHB &% ¥+ HBV RNA K-+ X5 HBV DNA, HBsAg, HBeAg K F % & % 1, %
HBV DNA & T4l F et , izt —F m f & 49 HBV RNA K P,
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Abstract:Objective To investigate the level and clinical significance of hepatitis B rivus (HBV) RNA in
patients with chronic hepatitis B (CHB) who have undergone long-term nucleoside analogues (NAs) treat-
ment. Methods A total of 81 patients with CHB who received NAs treatment in Juye County People’s Hospi-
tal for 2 years or more from June 2023 to February 2024 were selected as the study subjects. Quantitative tes-
ting of HBV RNA and HBV DNA were performed on all patients. The quantitative levels of HBV RNA in pa-
tients with different levels of HBV DNA were compared. The quantitative levels of HBV RNA in patients
with different levels of hepatitis B E antigen (HBeAg) were compared. The quantitative levels of HBV RNA
in patients with different hepatitis B surface antigen (HBsAg) levels were compared. The correlation between
age,alanine aminotransferase ( ALT), aspartate aminotransferase (AST), HBeAg, HBsAg, HBV DNA and
HBV RNA quantitative levels were analyzed. Results The quantitative levels of HBV RNA in the group with
HBV DNA>10 IU/mL (45 cases) and the group with HBV DNA<C10 IU/mL (36 cases) were 3. 31 (2. 31,
3.95) and 0.00 (0.00,2.31) respectively,which in the group with HBV DNA>10 IU/mL was significantly
higher than that in the group with HBV DNA<C10 IU/mlL, and the difference was statistically significant
(P<C0.05). The quantitative levels of HBV RNA in the HBeAg positive group (37 cases) and the HBeAg
negative group (44 cases) were 3. 37 (2.31,3.66) and 2. 11 (0. 00,2. 48) respectively,the quantitative level of
HBV RNA in the HBeAg positive group was significantly higher than those in the HBeAg negative group,and
the difference was statistically significant (P<C0. 05). The quantitative levels of HBV RNA in the HBsAg<<
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200 TU/mL group (9 cases),200 IU/mL<CHBsAg<(2 000 IU/mL group (35 cases), HBsAg =2 000 IU/mL
group (37 cases) were 0,00 (0.00,2.03), 2.25 (0.00,2.75), and 3. 21 (2.29,4. 33) respectively, the differ-
ences in HBV RNA quantitative levels among the three groups were statistically significant (P<Z0. 05). The
quantitative level of HBV RNA correlated significantly positively with the levels of HBsAg, HBeAg and HBV
DNA (r=0.513,0.321,0. 508, P <C0. 05). Conclusion The expression level of HBV RNA in CHB patients
relates closely to the levels of HBV DNA,HBsAg and HBeAg. When HBV DNA is below the detection limit,

further detection of the level of HBV RNA in serum should be carried out.
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Pk LA 9 (CHB) t £ B BT R 8 (HBV) 5]
AL, S E M N R M . HBV 18 4k
TR ST ORI R BRE TG R AL L i 1 T A5 B A
Y, CHB B E K W32 A 2049 (NAs) f
TRRIGIT B ZECE T AR 2 @. CHB
() & A= 4 E R £ 55 HBV 2: 4 1 4 30k DNA
(cceDNAY A X cceDNA 127 TR 21, T 32
HEAT A B F AL 228 0 A BRI L R DL e vk T T R
ZAI ., BEAEAESEGE , A I HBYV RNA SRR T
P S cccDNAL A DL i HBV A9 5% 5% 36 1
W A ST A AT R I 32 NAs 1697 9 CHB B 5
Mg HBV RNA,HBV DNA. Z ®JF & E $i 5t
(HBeAg) . B R F 1 2 (HBsAg) S N & I %
B ALT) (R A 2 % 2 B (AST) 48 b5 » 3 SR 1T
HBV RNA 7£ CHB {8 # 452 NAs 647 & 7 o i 1
A, BTE M I RIGYT CHB $2 40K 4,
1 #ER5HE
1.1 — %R YEE 2023 4 6 H & 2024 4F 2 A TE
RBefE% NAs JRIT 2 4 K DL B iy 81 ) CHB & 1
RHWEFEXT G, Hop B 62 i, 22 19 fil; P ¥ (42, 8+
10. %, HAFRUE . f5 A CHB W2 7 bl ¥ 332
A 2 B R =5 oK T = N R IR T IR YT
B =2 4F . HEBR AR AT 299 52 5 | kS A JHF 48 5 T
M T AR S5 IF I R
1.2 Jrik REFATINSGANE #E kI 3 mL, L
3 500 r/min &0 20 min 43 IL7E . HBV DNA X &
0 R R B R A BRA R ) HBV S 2 48 SOR: ] 4k
g BRI AL E K Y B AR B i A F B E R
i R i A S B B O R R A Tl A SR AT
M 10 TU/mL, HBV RNA & &2 46 I i 5% g 3 5
P 2 6 3K rp o 52 8, A v Ry S I B O e e R A Tl
B N, KR BR M 100 copies/mL, R % G cobas
e 601 HLfb24 & 6 BT AR I HBeAg, HBsAg 7K.
FJH % K Cobas 8000 C702 4> [ 3l A 1k 43 B 4 A6 Il
ALT.AST /K,
1.3 W4 L AF HBV DNA KB &
HBV RNA & & 7K F; 3 A [ HBeAg K F & #
HBV RNA & & /K F; 38 A [ HBsAg K F B #
HBV RNA & & K F; 50 #r 48 % . 1k 5] . ALT, AST .
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HBeAg.HBsAg.HBV DNA 5 HBV RNA & & 7K F
Y AH DG .

1.4 Siiteghbs R SPSS23. 0 4834k 4 vE 47 5k
P 5 Gt A . AFF A IE S /A0 ik it 5L
M(P,;,P;) ., ZH I KA Kruskal-Wallis
H %5, P4 8] 1 8% ] Mann-Whitney U # 5 ; %
JH Spearman #H 3¢ /3 #F 4FE 2. ALT., AST, HBeAg.
HBsAg.HBV DNA 5 HBV RNA & & /K F 1Y #H %
P, L P<<0.05 NESHESIT¥E L.

2 & R

2.1 AJA HBV DNA /K H##E HBV RNA & &K
Tk MRHE HBV DNA K, ¥ 81 fil i 3 4 K
HBV DNA>10 TU/mL 4 (45 i) f1 HBV DNA<C
10 TU/mL #H (36 #i)) , %21 HBV RNA & & /K F 23 9
S 3.31(2.31,3.95),0. 00 (0. 00, 2. 31), HBV
DNA>10 IU/mL 418 & & F HBV DNA<10 1U/
mL 4, Z R A5 E L (P<<0.05), HBV DNA<<
10 TU/mL 4 36 ] /3 v, A7 17 5] £ 35 v] LA )t
HBV RNA /K,

2.2 A[A HBeAg /KF- 8% HBV RNA & & /KF Lk
O PE HBeAg REW O, ¥ 81 #l & H K
HBeAg BHYEZ (37 f5)) F1 HBeAg BAYEZH (44 4], P
2 HBV RNA % & K F 439l 24 3. 37(2. 31, 3. 66),
2.11€0.00,2.48),HBeAg FHYE4 HBV RNA &K
A T HBeAg AN 2 H A ST # R L (P<
0.05), 1 HBeAg BATEZH 44 Wl b, A 24 # 7] LA
Kty HBV RNA K-,

2.3 A HBsAg KV # HBV RNA & &KV It
i M4E HBsAg K. % 81 il i # 40~ HBsAg<<
200 TU/mL 41 (9 #1200 TU/mL<<HBsAg< 2 000
IU/mL 4H (35 ). HBsAg =2 000 IU/mL 4H (37
#1),3 41 HBV RNA % & 7K *F 43 %1 0. 00 (0. 00,
2.03).2.25(0.00,2. 75).3. 21(2. 29~4. 33),3 #[d]
HBV RNA E® /K VIR, ZFAFIH¥E X (P <
0.05),

2.4 HBV RNA JKF 5 H il $5 5 09 #5 ¢ % 55
Hr HBV RNA & #/K°F 5 HBsAg.HBeAg. HBV
DNA /K-35 5 & % IEAH 56 (P <<0. 05),1if HBV RNA
FEEKFS54ER K ALT,AST KF5 M X (P>
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0.05), W#*1,
%1  HBV RNA 5&3EHREXESH

AR ALT AST HBeAg HBsAg HBV DNA
HBV RNA —0.185 0.204 0.121 0.513 0.321 0. 508
P 0.119 0. 086 0.312 <<0.001 0. 006 <20. 001
3 4t ®

cccDNA J& HBV A W 78 19 32 22 #% 0>, HBV
pgRNA 2 H FZ A 1k, pgRNA B Z .0 Pt i1
M ST AL L 1 £ Fh g 45 M 410 M o R i 4 Ok L 4R
JE AL E M, KRS IESS , HBV pgRNA A 2
B cccDNA (%) 5% 55 3% M I IR L ks I 9 40 )& 1l HBV
RNA H 502 —FhiiR & &, =25 HBV pgRNA,
NAs A& —FPom s . = M 25 5t B 0 509 2 25 9 (H o ik
EHAEH A R cceDNA, HBV DNA J& & Bt HBV
B B RS A AR . HBV DNA BHE U8 BH AL
&R HBV & il b0 BR A% 4o 3% 11 HBV DNA
FIPEFT RE UL HBV #3R AZ e PE 55 . HBeAg I T
HBV W0, A i 2 6l s . HBV DNA FH
Ul I B T BRI A L AR A B B Y . HB-
sAg K T A HBV cccDNA, KA DAz Bt
cceDNA BYiE P, 24 CHB B 75 K W2 NAs /)T
J& . I35 H HBV DNA K HBeAg 7K - 25 % Wi A
EREMT KM T, HBsAg 7K 23 32 W Fe A%, i
WP REFE ARt ALT AST 2582k 1E% . (HX
B T IR IT AF LR IT R R B S A TE =
SRRSO H BT M JCE . B LA IR 207 — B
MIbR Y, T I I 32 32 NAs 397 CHB B I
PN T BRI 1O

AR & AE HBV DNA BB E A5 A H 24
Ho il 19 RNA B X 5 CAREY 25 1 58 45
R—F, UWHIRIfE HBYV DNA K T R . A& 4
H HBV (5 5k, 2018 4F 36 [E T 95 27 £ AR
JFR2E S R RIGIT LS TR EE T
HBV RNA 7£ HBV DNA B H & b il W I 40 11
FFE, A WF 5848 1 HBV RNA & CHB B # HBV
DNA 7K T4 R B RE 4% S cccDNA 35 #E
fdr & . 5 A BF s & W, HBV DNA fl HBV
RNA YW B HEEA 4 FlRMWE kK FBTZKTF
HBV DNA Hl HBV RNA & — 5 fH Pk s %, 1
HBV RNA 7£ NAs {525 I B A — &35 M 1A .
I LI PR 3% 76 HBV DNA [ ¥ i), 4% 22 46 ) HBV
RNA 7K ) B 44 PN 95 5 36 BR ARG &L . A B 5% & Bt
HBeAg [ ¥ 41 HBV RNA % & /K F W 8 m T
HBeAg BIME4 . 2 7 A 4t 2 L (P<C0.05), UL
HBeAg 7K F 7] DL i HBV RNA £ ik, X 5
WANG %5 i oo g 50— 5, BEfE A BF9E R £
H & Logistic [0l 14 4> #7 & #L, HBV RNA /K F &
HBeAg #BA MmN Z . CHB & #% NAs iA

J7Ja & B HBV DNA #% [ F0 13 HBeAg ¥ B
5 50 L W L3 HBeAg #FAJE CHB B34 L = MR
Jr& o WA B A LA M YE HBsAg 5B . (L 7E 1l 7
HBeAg WM B & b, 57 4E HBV RNA # 4 BH 2 19
500, B I BN i3 HBeAg % B )5 . HBV & il 2
W5 AT R R AE7E HBV RNA,L BT cccDNA
ARG K I 5 . 76 NAs JLIR R IR )T B &
HBV RNA M2 7 7] figj2 HBeAg Il ¥ % B %A%
M Y, HBsAg BE K UR T cccDNA Y 5% 5% 71 80
PR ARIE TR AE ANKENAP N S HK PR
KT DL IEASBE 58 2 MERG S cccDNA 136 2%, R 0L
HBV RNA Lt HBsAg fig 1 8 X Bt cccDNA [
k.

AW kM HBsAg /K F 5 HBV RNA K2
IEMSE(P<C0. 05), X 5 T &% B0 58 245 41
o1, 3% & B HBsAg /K F Ik, HBV RNA 7K ¥ #AIK,
W T A, 7 7% % FF 9 HBV cccDNA 9 7% S 4R 8 R 1%
¥k, HHET,HBsAg MK, A7 8% &A1 77 4 HBsAb,
AT LAAE SRy & BY BT 92 £ 3 PO B 3R J7 45 25 h v
IR BE IR RA Bt & HBsAg IE K G
W 25 T H0 R T LAREAIR CHB % J& S JF T £k 1 988 1 Al
R RIBIT L A HBsAg B3 K HEER
MESZIER . PRE, AT DAGE i W I3 HBV RNA #6417
FE SR ITAL BB B R 25 B0 . RN T IR T 5T B 4 Il
PRSC RIS I F8 1, 1113 HBV RNA B8\ k7T LU T3F
fili CRINF 5% f B 1= 25 )5 HBsAg M55 P 0, DL K 7
T NAs JGI7 15 25 B 54 4. — T U5 0F 92 /w15
25 I35 HBYV RNA<T1 000 copies/mL [ 5 %15 2%
Ja 21 6 4 HBsAg M5 R % & T HBV RNAZ=1 000
copies/mL By B HI

5 TR, K #2 NAs VAT 19 CHB B3,
HBV DNA B A TRz I R FR A, 0 3% F — 25 K
L& H i HBY RNA ZKSF % H] B 4 )y HBV 1 Jgk 4
&8, HBV RNA ZIfil i HBeAg K HBsAg ¥ FH )
KegE R 2 . L, 7T LUK HBV RNA R PRI
FRAE R CHB B&RIT RS s hn . R Y
HBV DNA fil HBV RNA & #{& TR0 F R, 4
7R & N cccDNA I 2 80 % Sk AN 23k, A RE B8 100
B NAs i697 2 4B 1k £ B BT R B I 0w 1 &
Aok, MiE HBV RNA aJfE2h CHB B # &P 6
S SLELITE HBV DNA WK )G, S WEHT % B I7 50R i
HEIN cceDNA TEHESCR S W AN TR bR . ARBF5E R
B4 T CHB B 4 KW NAs 397 )5 HBV
RNA 7€ 7KV 5 H A48 b 09 A S . )5 B8 & 98
ATE Z (095 161 XF AN [R1IE 97 B B A I 4 52 NAs R
J7 I CHB B A7 XF te /M . 1 5 550 1 HBsAg B
¥l HBV RNA [ & &, DU T HBV RNA 7
PR IR YT 1 B v N A A
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