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Value of plasma IncRNA SNHG12 and miR-133b in predicting the
effect of neoadjuvant therapy for breast cancer”
GAO Xueyuan ,LIU Jiaqi \/CHEN Jieqing \/CHENG Xueyuan
Department o f Gastrointestinal Surgery sBeihai People’s Hospital yBeihai sGuangaxi 536000,China
Abstract:Objective To investigate the value of plasma long non-coding RNA small nucleolar host gene
12 (IncRNA SNHG12) and microRNA (miR)-133b in predicting the effect of neoadjuvant therapy for breast
cancer. Methods A total of 86 patients with breast cancer who underwent neoadjuvant therapy in the hospital
from January 2022 to January 2023 were selected as the breast cancer group,and were divided into pathological
complete response (pCR) group and non-pCR group according to the effect of neoadjuvant therapy. Another
50 healthy women who underwent physical examination in the hospital during the same period were selected
as the control group. The expression levels of IncRNA SNHG12 and miR-133b in all subjects were detected
and compared. Multivariate Logistic stepwise regression model was used to analyze the factors affecting the
effect of neoadjuvant therapy for breast cancer. The receiver operating characteristic (ROC) curve was drawn
to analyze the predictive value of plasma IncRNA SNHG12 and miR-133b alone or in combination for the
effect of neoadjuvant therapy in breast cancer. Results The expression level of plasma IncRNA SNHGI12 in
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the breast group was higher than that in the control group,and the expression level of miR-133b was lower
than that in the control group,and the differences were statistically significant (P <C0. 05). Thirty-four pa-
tients were included in the pCR group and 52 patients were included in the non-pCR group. There were signifi-
cant differences in estrogen receptor,progesterone receptor,human epidermal growth factor receptor-2 (HER-
2) snuclear antigen of cell proliferation and molecular typing between the pCR group and the non-pCR group
(P<C0.05). The expression level of IncRNA SNHG12 in pCR group was lower than that in non-pCR group,
and the expression level of miR-133b was higher than that in non-pCR group,and the differences were statisti-
cally significant(P<C0. 05). Multivariate Logistic stepwise regression analysis showed that HER-2 overexpres-
sion,increased expression level of IncRNA SNHG12 and decreased expression level of miR-133b were risk fac-
tors for the effect of neoadjuvant therapy of breast cancer(P<Z0. 05). ROC curve analysis showed that the area
under the curve (AUC) of plasma IncRNA SNHGI12 and miR-133b for predicting the effect of neoadjuvant
therapy in breast cancer patients was 0. 850 and 0. 951 respectively, which was lower than 0. 963 of their com-
bined detection. Of the 86 breast cancers,there were 11 cases of Luminal A subtype (pCR 1 case,non-pCR 10
cases) ,43 cases of Luminal B subtype (pCR 12 cases,non-pCR 31 cases), 16 cases of HER-2 overexpression
subtype(pCR 14 cases,non-pCR 2 cases) and 16 cases of triple-negative subtype (pCR 7 cases and non-pCR 9
cases). ROC curve was used to analyze the predictive efficacy of IncRNA SNHG12 and miR-133b for the effect
of neoadjuvant therapy in 4 different subtypes of breast cancer. The AUC of plasma IncRNA SNHG12, miR-
133b alone and their combination to predict the effect of neoadjuvant therapy in patients with Luminal B
breast cancer were 0. 753,0. 974 and 0. 981 respectively, the effect of neoadjuvant therapy in HER-2-overex-
pressing breast cancer patients were 0. 804,0. 857 and 0. 893 respectively,the effect of neoadjuvant therapy in
patients with triple-negative breast cancer were 0. 849,1. 000 and 1. 000 respectively. Conclusion The expres-
sion of IncRNA SNHG12 is increased and the expression of miR-133b is decreased in plasma of breast cancer
patients. The combination of SNHG12 and Mir-133b has a good predictive value for the effect of neoadjuvant
therapy in breast cancer.

microRNA-133b;

Key words: long non-coding RNA small nucleolar host gene 12; breast cancer;

neoadjuvant therapy; pathological complete response
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ROC il £ # 17 4> . &5 S 8 8. 1l 2% IncRNA
SNHG12 . miR-133b Ff bk I 15190 L 36 A5 25 8 4 B
TRIF R R M 2 T A (AUC) 43 518 0. 850,0. 951,
PIEF AR 0,963, WE#E S,

2.5 I3 IncRNA SNHG12.miR-133b 2 ik 7K 3 %
AN (RS2 LR g B 4 B A 7 O B WO AR E 86 4]
FLIR s P Luminal A % 11 ] (pCR 1 1 . non-pCR 10
%), Luminal B % 43 5] (pCR 12 #i, non-pCR 31
i), HER-2 & ik 16 #] (pCR 14 %1, non-pCR 2

%), =B % 16 5] (pCR 7 ], non-pCR 9 ), *
ROC #1£k 23 #7 IncRNA SNHG12, miR-133b %} 4 Fi
AN TR) S R 4 Bh 36 97 80 1 T AL R L 2 2L pCR 4l
JPHPEREAR (non-pCR 414 BAPEREAS, 45 L R L i 3¢
IncRNA SNHG12, miR-133b Bt Jz B¢ £ 6 ) 5
Luminal B %, J7 988 B3 3 4l BhIG 97 3 iy AUC 43
Wk 0.753,0.974,0. 981, WL 6, W HER-2 it
235 UL MR R B E R B IR YT AR AUC 4300
0.804.0.857.0. 893, W3 7. il = B &1 A 45 M
HH BV T AR AUC 43 3R 0,849, 1. 000,
1.000, W% 8, Luminal A WA i F pCR HA 1
I & Ry A

&4 ZHEE Logistic RS HIFRB S MIA R ERHHATHARNEER

% B SE WaldX* P OR OR 1) 95%CI
oy F o 4. 940 1.796 7.568 0.006 139. 827 4.140~4 722. 642
IncRNA SNHG12 —5. 445 2.437 4.993 0.025 0. 004 0.000~0.512
miR-133b 5.581 1.759 10. 069 0.002 265. 207 8. 446~8 327. 762

x5 Mm% IncRNA SNHG12.miR-133b 7 i 3| B3 45 27 56 Bh 38 77 S R By 3k g

Ei=E7N wAEWIE AR AUC AUC Iy 95%CI P REPECD RSO
IncRNA SNHG12 0.8 0. 600 0. 850 0.757~0.918 <<0. 001 67.65 92. 31
miR-133b 1.2 0.766 0.951 0. 882~0. 986 <<0.001 82. 35 94. 23
CHBA — 0. 854 0. 963 0. 898~0. 992 <<0. 001 91.18 94. 23

T — Rm T

*6 I3 IncRNA SNHG12 . miR-133b Fill Luminal B B 2 B % 37 58 B 8 77 L R O30 B¢

LD FAEBBIE 2R AUC AUC ¥y 95%CI P REED R
IncRNA SNHG12 0.8 0.403 0.753 0.598~0. 871 <<0. 001 50. 00 90. 32
miR-133b 1.6 0.833 0.974 0.873~0. 999 <<0. 001 83.33 100. 00
THRBA — 0. 852 0.981 0. 884~1. 000 <<0.001 91. 67 93.55
i — RN TOEE .
x7 Mm% IncRNA SNHG12,miR-133b il HER-2 i 3 ik 2 2| BR 72 37 4 Bh 34 Fr SR B s &
ik AR ZEIRE AUC AUC 1 95%CI P R FRED
IncRNA SNHG12 0.7 0.714 0.804 0.534~0. 955 <<0. 001 71.43 100. 00
miR-133b 1.2 0.714 0.857 0.595~0.978 <<0. 001 71.43 100. 00
THBA — 0.786 0.893 0.639~0. 990 <<0. 001 78.57 100. 00

T — R oA .

x£3 I3 IncRNA SNHG12.,miR-133b il = B8 2Y 2| B 7= # 4# Bh 8 77 SR MO 2 Bk

EfERY BAERWMIE  ABREK AUC AUC 19 95%CI P R FEREOD
IncRNA SNHG12 0.7 0.571 0. 849 0.586~0. 975 <<0. 001 57. 14 100. 00
miR-133b 1.2 1. 000 1.000 0.794~1.000 <0. 001 100. 00 100. 00
THEBE - 1. 000 1. 000 0.794~1.000 <20. 001 100. 00 100. 00
T — RoR L.
3% i e 300 O L B oo S DR MR % e 2L P i JE A 10U . IR

T BGOSR A A R S0 L R Y B AR IR T A
ST B SN Y38 LR AN R R AP TER / 3 S B NN

UEE 7 B Al B IR YY 5 A B pCR A FLIRIE & AT L
non-pCR B 3R A% T K () B AL A 30 B i L A7 300
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1M non-pCR & ALTCIE Ml B iG I7 i 3R £% . 8 v]
RE DR I BE Y L TE AL A IR 9T SE 1R T F R AL, 938 i AR
Je 2 % R L DRI LS T Al B 36 0 SR X L
MR ERESLIT B REE, AFRL R R, pCR
201 non-pCR 201 ER.PR.HER-2.Ki-67 .4 F 4> %I
Fe#, 22 S A Gt 2 B X (P <<0. 05), 5 1 e 3
SR — 8, bR R FE A R LR T A B A
ST RO AT — 2 T A (E 5 52 R B AIC L I PR Rz FH A
Xif ey BR

M TSR, WARE R A B ERE A
T S S e ik g 43 I L G e W T R s I R A
KU N — 2 W & BB IncRNA, IncRNA
SNHG12 75 7L M f oF J i f b & ¥ 2 =R .
YUAN %975 B 5% 9F 52, FLOMR 4 41 21 IncRNA
SNHG12 3 ik K V55 1E 5 7L 4 21T & @ bR In-
cRNA SNHG12 7] 7E AR S BH I8 9 55 L I 96 4t A 33 5
TR K A7 22 68 T 10 ) 2L AR e B AR R /0N B R A
Ko ik gE ¥ N & B, FLOR B 4 20 IncRNA
SNHG12 5 & ik . H 3k K 5 Mo B K42 ik e
kR ER A 52, H IncRNA SNHG12 &£k H 5
R R R EMTIMELE ., ARG RLER,
Ji g B 2 1M IncRNA SNHG12 235 7K 5 %) IR 41
THE (P<<0.05) , pCR 4 113 IncRNA SNHG12 ik
& F non-pCR 4H (P <C0. 05) , £ B IncRNA SNHG12
EFLIR I T R AR SR E . i — 2 i R, In-
cRNA SNHG12 3 3k 2 52 Wi 5 5l Bl i6 97 JOR 18
Ko R %, H R AT RE S IncRNA SNHG12 /319 £ 2
i 254 5%, TAN %0 ES, IncRNA SNHG12 78 E
/NG T g (NSCLC) 4i M ik 26 3k, H a7 3 oo e
XIAP ¥ 5%, #8558 NSCLC 40 g i sA K bt . 5 H 5y xF
T IncRNA SNHG12 15 ZL B g T 25 MLk B T i A7
TR,

miR-133b J&—JE MJg A OC 3L N, HAR R 3k 5 45
B AR e R A R ) v 1R 2
e e 7 R AE A R E A RIS A XL, LIN
SV WL = B EFLIR A 4140 miR-133b F kK
AR F IEH FLR A 2L, 5 £ 38 miR-133b o] i i = [
P LR g 0 16 3 R0 B VY B 5 T A R T, O 42
o 240 X T ) R L G 43 ML 5 A ) FGFR1
FEA B0 T i Wnt/B-catenin i B 35 b A X,
A 5T 45 R L FUAR I 41 1% miR-133b 3 1k /K
B B AR (P <<0. 05) , pCR 41 IncRNA SNHG12
FikKFEE T non-pCR 4H (P <C0.05), MM, miR-
133b I3 1K 7R J& 52 Wi 357 4 B 36 97 ROR 1 fE B R 3
(P<0.05), 478, miR-133b # kB2 5 3L I i &
HERARRBUEEVIM G, A58 ROC i 453 Hr4h &
BRI IncRNA SNHG12, miR-133b B4 15 i 1)
RPN B R T R T, A ] R R
e S Wi s . 4y B FE AL AT BB A IncRNA SNHG12

5 miR-133b 7776 4 7] & &, IncRNA SNHG12 # ik
b 3 A A P 45 miR-133b 3k L 2 L AR R 40
P38 58 IR M AR 28 DT S BOCFL IR g BT Bl iR 9T AL
WA, X F R E R 2L MR 6 S, 02K IncRNA
SNHG12 . miR-133b B4 I — BH %Y L 98 57 4l Bhin
I7 R AL RE B dd OOy HER-2 3 % 35 A | Lumin-
al BAY, Luminal A WA F pCR RA 1 ], # ok
T,

z T FUIR IR R L% IncRNA SNHG12 %
IR, miR-133b FRIB A REAR, — & B A X 2L M &
B B IR 9T RO HLAE B ) TR L 2 IR R 29T 3L
PRI A A AR B . (AR5 & B D F Y,
HEARGER D FEREAM, 5 EHY KA —
W5 IneRNA SNHG12, miR-133b 78 7L g I PR 12
Jr A E .
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