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Difference analysis of scleral morphology in healthy people and keratoconus patients based on OCT"
WAN Chao s LIU Bo ,YU Tao ;WU Nan s DONG Yuzhi ,YANG Yuli®
Department of Ophthalmology sthe First Affiliated Hospital of Army Medical
University ,Chongqging 400038,China

Abstract: Objective To measure the scleral morphology of healthy eyes and keratoconus eyes by optical
coherence tomography (OCT) ,and to evaluate the differences between them,so as to provide a more scientific
basis for the accurate fitting of scleral lenses. Methods A total of 63 subjects with OCT enrolled in the First
Affiliated Hospital of Army Medical University from March 2024 to May 2024 were selected as the research
subjects,who were divided into healthy group (42 cases,80 eyes) and keratoconus group (21 cases,40 eyes)
aciording to whether they were sick or not. The corneoscleral junction Angle (CSJA) ,scleral Angle (SA) ,sag-
ittal height (SH) and scleral curvature (ST) were measured and obtained. The differences of these parameters
between different chord lengths and different orientations were compared, and these parameters were com-
pared between the two groups of subjects. Results There were significant differences in CSJA between the
superior, temporal,inferior and nasal sides in the healthy group (P <C0. 001). There were significant differ-
ences in CSJA between the superior,temporal,inferior and nasal sides in the keratoconus group (P<<0.001).
The nasal CSJA of the keratoconus group was smaller than that of the healthy group,and the difference was
statistically significant (P <C0. 05). In the healthy group, the SA was the largest in the upper nose and the
smallest in the lower temporal with the chord length of 10. 0 mm. The SA was the largest in the temporal

with the chord length of 12. 8 mm,14.0 mm and 15. 0 mm,and the smallest in the upper nose. In the kerato-
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conus group,the SA was the largest in the supernasal region and the smallest in the temporal region at 10 mm
string length. At 12. 8 mm string length,SA was the largest in the temporal region and the smallest in the su-
pernasal region. At 14. 0 mm and 15. 0 mm chord lengths,SA was the largest in the inferior temporal region
and the smallest in the nasal region. The SA of 12. 8 mm chord length superior,temporal and nasal inferior in
keratoconus group,14. 0 mm chord length superior,inferior and nasal inferior in keratoconus group,and 15
mm chord length superior nasal in keratoconus group were greater than those in healthy group,and the differ-
ence was statistically significant (P <C0. 05). There was no significant difference in SH in the horizontal and
vertical directions of chord length of 10. 0,12. 8,14.0,15. 0 mm between the two groups (P >0. 05). SH of
chord lengths of 10.0,12.8,14. 0 and 15. 0 mm in keratoconus group were significantly higher than those in
healthy group (P<Z0.05). The ST of 10.0,12.8,14. 0 and 15. 0 mm chord lengths in keratoconus group were
larger than those in healthy group.and the difference was statistically significant (P <C0. 05). Conclusion The
sclera was irregular as a whole, especially the horizontal direction was extremely asymmetrical,and the degree

of irregularity increased with the increase of chord length. Compared with healthy eyes,keratoconus eyes show

a more irregular shape.

Key words: scleral morphology; healthy eye;
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RARPE R T R =2 B R =1 A
HEBR AR AE - REAE A T OCHR . N B R B R E S5 R
A IR RSN S AR 2 E . A
FERT G S CH 2% i 1 R0 W) B AR Wt 5 0T 28 3 A1 R
P AW IE A B BE S A R S B S W A AL UE L (A
KY20231387,

1.2 ik A2l E Bk IR AT B OCT (FE 4 n
BAIRAMS OCT) R % M-J AR 1 #, 3K 1 050
nm, A HF 20 F A-scan/s, K HH EHR 18 mm,
T 2 H G B A A 1 22 L S AN [ B R S
) 1 B2 555 o 00 52 53 1 s ) 92 3R T 20 20 1% N 1) 1
iy, BAREE.HAMEYOrZ i L FIRKE,
Gy 5 AR T B LS, W A7 3 34 BUHIR v R OE /i, £
OCT HHi MY B L 4R 5 i OCT YL 5%
FEH 453 10.0.12. 8,14, 0,15. 0 mm 4 5% KAk
L1 S Sy N s 7 s 1 1155700 N s I Ny 1
T8 AT A U % 2 A (CSTA) LSA L SH 454K
Pkt o, A2 E AR M —5PL8 . H
[ii] — 44 = AR 45 AE 52 .

1.3 IR WEMWA ZiLHE 10.0.12.8.14. 0,
15.0 mm 4 5% KA S & b J5 . BTy b Ty
R 5 R & T 8 ANy CSJALSA,SH
SRR IAT G2 07 I TR IUBEER T (ST .

1.4 SiitephbB R SPSS26. 0 48 i 84 vk 47 %K



