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Abstract: Pharmacogenomics,as a platform for precision medicine, has attracted much attention. The fea-
sibility of multiple drug gene testing to guide precision medicine has been confirmed by large-scale clinical
studies,and it is helpful to improve the prognosis of patients. As one of the key technologies for multiplex ge-
netic testing,matrix assisted laser desorption/ionization time-of-flight mass spectrometry has unique advanta-
ges in the field of multiplex drug gene testing due to its high throughput,high flexibility, high accuracy and
low cost. This article introduces the principle and characteristics of nucleic acid mass spectrometry,as well as
the advantages of this technology in multiple drug gene detection,and focuses on the clinical research and ap-
plication status of nucleic acid mass spectrometry multiple drug gene detection in the fields of pharmacog-
enomics such as psychoneuropathy,cardiovascular and cerebrovascular diseases,analgesia and anesthesia,canc-
er and polypharmacy in the elderly. In the future, by improving the standardized process and specification of
nucleic acid mass spectrometry testing,combined application with sequencing technology,and integrated anal-
ysis of nucleic acid mass spectrometry multi-gene testing and clinical multimodal data,it is expected to further
promote the application and implementation of multi-gene testing by nucleic acid mass spectrometry in clinical
precision medicine.
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