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Abstract; KCNE auxiliary subunits are involved in the regulation of various voltage-gated potassium chan-
nels, which are important for maintaining normal physiological functions of the body. Current studies have
shown that single nucleotide polymorphisms (SNP) in the KCNE family are closely related to the occurrence
of cardiovascular and inner ear diseases,and due to its complex genetic mechanism and its susceptibility to ge-
ographical,racial and individual differences,it is necessary to explore the correlation of KCNE SNPs and sus-
ceptibility to diseases with the genetic pattern,in order to explore the possibility that the KCNE SNPs may
serve as a potential biomarker for the diagnosis of certain diseases. KCNE SNPs may be potential biomarkers
for diagnosing some diseases. This article summarizes the research progress on the correlation of KCNE SNP
with cardiovascular diseases and inner ear diseases,aiming to provide a theoretical basis for disease prevention
and treatment.
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