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Abstract: Objective  To investigate the levels of neurofibromatosis gene (NF1) and kinase-associated
phosphoprotein 1 (SKAP1) in endometrial carcinoma tissues and their relationship with clinicopathological
features and survival. Methods A total of 89 patients with endometrial cancer who underwent surgical treat-
ment in the gynecology department of this hospital from January 2018 to December 2018 were selected as the
study group,and 80 patients who underwent total hysterectomy due to uterine fibroids or uterine prolapse in
this hospital during the same period were selected as the control group. The levels of NF1 and SKAP1 messen-
ger RNA (mRNA) and the positive expression of NF1 and SKAP1 proteins in endometrial carcinoma tissues
and normal tissues were detected. Pearson correlation was used to analyze the correlation between NF1 mRNA
and SKAP1 mRNA levels in endometrial carcinoma tissues. Kaplan-Meier method was used to analyze the re-
lationship between NF1 and SKAPI levels and survival. Results The level of NF1 mRNA in the study group
was lower than that in the control group,and the level of SKAPI mRNA was higher than that in the control
group,with statistical significance (P <C0. 001). NF1 and SKAP1 proteins were mainly located in cytoplasm
and cell membrane. The positive expression rate of NF1 protein in endometrial carcinoma tissues was lower
than that in normal tissues,and the positive expression rate of SKAP1 protein was higher than that in normal
tissues, with statistical significance (P<C0. 001). Pearson correlation analysis showed that NF1 mRNA levels

were negatively correlated with SKAP1 mRNA levels in endometrial carcinoma tissues (r = —0. 253, P =
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0.017). There were statistically significant differences in the positive expression of NF1 protein and SKAP1
protein in endometrial carcinoma tissues of patients with different muscle infiltration depth.,differentiation de-
gree,international federation of gynecology and obstetrics (FIGO) stage,lymph node metastasis,and vascular
cancer thromboma (P <C0. 05). Kaplan-Meier analysis showed that the cumulative survival rate of patients with pos-
itive expression of NF1 protein was higher than that of patients with negative expression of NF1 protein,and the cu-
mulative survival rate of patients with positive expression of SKAP1 protein was lower than that of patients with nega-
tive expression of SKAP1 protein, with statistical significance (P <C0. 05). Conclusion NF1 expression is down-
regulated and SKAP1 expression is up-regulated in endometrial carcinoma tissues,and the two expressions are
negatively correlated with the depth of muscular invasion, degree of differentiation, FIGO stage,lymph node

metastasis,and vascular cancer embolus,which may be used as prognostic markers for endometrial carcinoma

patients.
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Diagnostic value of serum sTLT-1 and ESM-1 for transfusion related
acute lung injury in ICU patients
BAO Yingsong sSHENG Qiang sWANG Shan ,JIA Jian'an s TONG Qingping
Department of Laboratory and Transfusion sthe 901st People’s Liberation Army
Hospital sHe fei s Anhui 230001,China

Abstract: Objective To evaluate the diagnostic value of serum soluble trem-like transcript-1 (sTLT-1)
and endothelial cell specific molecule-1 (ESM-1) in transfusion related acute lung injury (TRALID in intensive
care unit (ICU) patients. Methods A total of 289 patients who underwent transfusion treatment in the ICU
of this hospital from August 2021 to August 2023 were selected as the study objects,and they were divided in-
to TRALI group (58 cases) and non-TRALI group (231 cases) according to whether they had TRALI The
serum levels of sTLT-1, ESM-1, interleukin (IL)-8,IL-6 and IL-1 were detected by enzyme-linked immu-
nosorbent assay. Pearson correlation was used to analyze the correlation between serum sTLT-1 and ESM-1
levels and Lung Injury Prediction (LIPS) score, Sequential Organ Failure (SOFA) score, Acute Physiology
and Chronic Health Status [I (APACHEIl ) score and oxygenation index in patients of TRALI group. Receiv-
er operating characteristic (ROC) curve was drawn to analyze the diagnostic value of serum sTLT-1 and ESM-
1 in ICU patients with TRALIL Results The serum levels of sTLT-1,ESM-1,11.-8,11.-6 and 1L.-1 in TRALI
group were higher than those in non-TRALI group, with statistical significance (P <C0. 05). Pearson correla-
tion analysis showed that serum sTLT-1 and ESM-1 levels were positively correlated with LIPS, SOFA and
APACHETIl scores,and negatively correlated with oxygenation index in patients of TRALI group. ROC curve
analysis results showed that the area under the curve (AUC) of TRALI in ICU patients diagnosed by sTLT-

TEE R BB Lo, FEHIT, EEN AR 7 AR .



