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Expression of CCCH-type zinc finger protein 13 and centromere protein H
in cervical cancer tissues and their clinical significance”
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Abstract:Objective To investigate the expression and clinical significance of CCCH-type zinc finger pro-
tein 13 (ZC3H13) and centromere protein H (CENPH) in cervical cancer tissues. Methods A total of 302
cervical cancer patients admitted to the hospital from February 2016 to February 2018 were included as
reasearch subjects. Real-time quantitative PCR and immunohistochemical staining were used to detect the mR-
NA and protein expression of ZC3H13 and CENPH in cervical cancer and adjacent tissues. The relationship
between the expression levels of ZC3H13 mRNA and CENPH mRNA was analyzed. Additionally,the correla-
tion between the expression of ZC3H13, CENPH and clinical pathological features was evaluated. Kaplan-
Meier survival curves were used to compare the survival outcomes of patients with different expression levels
of ZC3H13 and CENPH. Multivariate Cox regression analysis was performed to identify the prognostic factors
affecting the survival of cervical cancer patients. Results Compared with adjacent tissues (1.184+ 0. 25,
1.0340. 20) , the expression levels of ZC3H13 mRNA (3. 34=£0. 46) and CENPH mRNA (3.0340.51) in
cancer tissues were significantly higher, with statistically significant differences (¢t = 71. 697, 63. 445, P<<
0.05). The positive rates of ZC3H13 [70.20% (212/302) ] and CENPH [66. 87 % (202/302) ] were also high-
er in cancer tissues compared with adjacent tissues [6. 62% (20/302),5. 96% (18/302) , with statistically sig-
nificant differences (X*=257.993,246. 403, P<C0. 05). The expression levels of ZC3H13 mRNA and CENPH
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mRNA in cervical cancer were positively correlated (+=0.775,P<C0. 001). The positive rates of ZC3H13 and
CENPH in cancer tissues were significantly higher in patients with FIGO stage Il A, poorly differentiated
tumors and lymph node metastasis compared with those with FIGO stage [ A— | B, moderately to well-dif-
ferentiated tumors and no lymph node metastasis, with statistically significant differences (P <C0.05). There
was a statistically significant difference in the survival curves between ZC3H13-positive and ZC3H13-negative
patients (Log-rank X*= 9. 785, P =0. 002) ;similarly,there was a statistically significant difference in the sur-
vival curves between CENPH-positive and CENPH-negative patients (Log-rank X*= 7. 309, P =0.007). FI-
GO stage,lymph node metastasis,degree of differentiation and the expression of ZC3H13 and CENPH in cer-
vical cancer tissues were identified as prognostic factors for cervical cancer patients (P<C0. 05). Conclusion The ex-

pression levels of ZC3H13 and CENPH elevate in cervical cancer,and both are involved in the disease progres-

sion,serving as factors that influence the prognosis of cervical cancer.

Key words: cervical cancer;

curve; survival rate

B SR 2 4 BR M A H UL A LR R T PR AR
B 52 5L BETS 26 T BT, HETXET I ~
LA AR e 508 2L FARIGIT b 2 B ARG &
B KRR RS SRARBUR . B H
T B S TS AR I PR R EL A R AR R 2 L AL
Bt 7= BHBE B (FIGO) 43 1 L g o A0 R B 55, {0 33
R R R R T B 24 W o T AL R I R o B
FRAE S5 B 4 T 5 25 90 ok DAk 8y 39098 £8 3 10 T JS B
WER E R L, TR 5 E SR BUS A O 14 F AR
YK AR S AR HE . CCCH B 4 45
M 13(ZC3HID L T 553, 2 51 il N6-H 3
BT LB E AW, B RNA 456 K H S
R PR e R Ny - = W ) 0B B e B R A LR i
SRR . BFSE W, ZC3H13 7600 8
P IRE A R A PR o ek L A O B ORE £ R
5% v Jie 92 A 56 v 200 6L 1) G 8 IR e e 8 3k 3 %
1RZBHH 2 VP4l MR B IR T T AU AR B .
Hki A H(CENPH) J& T 3 22 ki 85 H R % 5 .
2 5 YA 224y 2433 1 v Siokn 0 1E #3415 40
TEH A 225y 2 R B #2 L BF o & 3R L i B 9 o
CENPH B33k 7 & . 0 6 Mg i A 5 b CD8™ T itk
ECL 400 i 352 1, AR 20 ek e A 8 0k it K% ik JRd % RS L 2 T
BEBUR A R RS . HAT ZC3H13.CEN-
PH 765 S B b 208 MR i AN IR, AR R
TEAY B e S vh ZC3H13.CENPH 19 1Ifi IR 2 S, IR
HUTF,

1 #ENEFE

L1 — ekl ARBESE bariEdEorsE. w4 2016
A2 A F 2018 4F 2 AARBE WA 1Y 302 M4 B 9 B
YE RN . AR UE: (D B2 T RIGIF . KRG
s 4K BLER 2 B SUR  (2) B IRIZIA s (3) AR A )
995 D0 G RE AT MY B S B DT PR S Ak HEBR AR AE . (D
WEAE A g 36 97 525 (2) & H B by ot Ak 5% 7% B ey S0
MR (3 — MG 2, AT Z F AR, BEFR
30~79 % (52,3419, 2) % 5 ATk 8 B R

CCCH-type zinc finger protein 13;

centromere protein Hj;  survival

203 M ; 9 210 1), B g 92 M) 5 B Jed e K A% . <4 em
156 {5, >4 cm 146 fi; o 204k 190 4], %534k 112
Bl FIGO 4341 1 A~ 1 B 202 f4], Il A # 100 #i;
WUZ R . <<1/2 186 il ,=1/2 116 fi] ; #k [0 25 5%
% 61 1, Tk OV 25 7 7 241 1, A HIF 9T 48 A b 2 2
R HZE 1 23 WAL AL E I i (FVBJK2016003) .

1.2 U 5EH DSl AHAHS AR, S
SU3800, s} & PCR A A 3% [ ABI 2 A,
RIS ABI7500, SERF2EOE @ & PCR ] & 04 A 48 M
PHYGENE ¥R A w6l 585 PHO120. 519
THATA R A R HE PR B A RS "l 52 k. ZC3H 13 $it
I B RN R A F) L 585 bs-18461R, CENPH
Z BRI A 35 E SRR A AL TS PA5-103490,
G 2 AUk 2 e 0 R & A b e I H AR Y R
FBRZAF L B85 PH1439,

1.3
1.3.1 ‘EHE T ZC3H13.CENPH mRNA #

B A R AT 1) ik 302 (1] £ 3 B S A 20 RN 9 5
ZH 21, TRIzol IR BUE RNA, 50 cDNA J5 ¥EAT
qPCR ), 31#F%) ZC3H13 E .5 -TCTGAT-
AGCACATCCCGAAGA-3"; JX [f]: 5'-CAGCCAGT-
TACGGCACTGT-3', CENPH IF [: 5-GTGCCG-
TAACTGGCTGAAGA-3"; JZ 1. 5'-CCTTTACCA
CGAGGTGAAGGG-3', Bactin IE [1]: 5'-AAAGGA
GGTTTCACCAGAAGTG-3"; [ I] : 5'-CGCTTCG-
GAGATTTGCTAGAC-3", ¥ :94 °C 5 min,94 C
30 5,60 °C 30 5,72 °C 30 s,35 MEH., KFR.2X
SYBR Green PCR Master Mix 10 pL.,cDNA 2 pL,7JG
BiK 7 pL. 518 1 L. L2735 ZC3H13,
CENPH mRNA &k,

1.3.2 ‘H#UEh ZC3H13.CENPH & A Ji5 3 R}
S E B RN 55 A UG PR A, 43 A5 TR ok A7
PEH L F YL fn, ZC3H13, CENPH — 4 Fis B¢ b 24
11000, “EFEPRME A 5 min, SFAKE G,
IR AL . WK B S 200 5B R BEAR . 4 ik



I E¥ 505K 2025 4 2 H% 22 %% 43  Lab Med Clin,February 2025, Vol. 22, No. 4 o 447

TP SR BEVE 43 (0 4 oY1 4y R TR 52 0 B
W), B PE T AT 4> (0 43 <<25% 51 4. 25% ~
50%32 43 >50%) . 2 WPEr YA <<2 Jy Bk, =2
Sy B

1.3.3 BlEV; 38k Be o BEORHE AR R M BE U
B AU R 5 4R, B A H S AR A
N AL R R S . RS BEVIRT ] Ry 2023 4F 3
A1 H . ok e SOl B0 R R E R R
SCE SO PR R SRR AR T B U N U R
i ygg 3 i s i 245 R

1.4 Siit2#abs SR SPSS26. 0 48+ 4k 14 2 i 4k
. BIESSMAMIFEER D &£ T, 4l
K ¢ K5, TR DB Bl A R R L AL IR B
R X KK . R Pearson M6 % ZC3H13 mR-
NA #£ik7KF 5 CENPH mRNA % ik 7K F 9 4 56 1
AT M. R H Kaplan-Meier 2 77 #h £k 43 #t A [7)

ZC3H13

CENPH |

nd}
=

B 1

2.2 N[l PR 2 80CE B B ZC3H13 . CEN-
PH FAMEHLLLEE  FIGO 201 [T A ] K401k ik 2
ShE R 0 U AR E I 4141 ZC3H13 . CENPH [H 1
FHERET FIGO 48 T A~ 1 B# . b &1k ik
OB E IR E S, ZEF WA RIT¥E L (P<
0.05), W% 1,

2.3 AFEGHFE R E AL AR5 R
L Bk 31 L EE A 19 1, iR AR DG AE TS 30 1,5 AR
TCHE A AR N 73.51%(222/302) , AR#E ZC3H13,
CENPH (1) %528 20 214k 2% G 0. 25 Ff 285 73 B A 7 4%
4, 7ZC3H13 FHELL BIPEL 5 4F ok J A 17355 5l A

ERAREEHEA R ZC3H13.CENPH RiA (200X)

ZC3H13,CENPH % ik 5 #im B & B M., R
FH Cox 1119 43 Mt 52 i 8 S Wil J5 R 2. DL P <<
0.05 AEFA G2 L,

2 & ES

2.1 ‘AL P ZC3H1I3.CENPH mRNA Fi &
H#EE 5EsUEsr44(1.1840. 25,1, 0340, 20)
A4 ZC3H13 mRNA(3. 34+0. 46) ,CENPH
mRNA(3. 0340, 51) REKFTHE, 227 H G+
B Y (t=71.697.63.445,P<C0.05), ZC3H13,CEN-
PH 4ty FANMIzE ., 58 Fim s 46, 62% (20/
302), 5. 96% (18/302) 1 #H Lk, 4 4 41 ZC3HI13
[70.20% (212/302)].CENPH[66. 89% (202/302)]
PHAE SR 5 i, 22 55 ¥ 48 i 22 8 L (XP = 257, 993,
246,403, P <<0. 05), W 1. & & b ZC3H13

mRNA %% /K5 CENPH mRNA 35K 2 1FE4H
*(r=0.775,P<C0.001),

66.04%(140/212).,91. 11% (82/90), CENPH P
L BHVEL 5 AF o e AR A7 51 Il 66,3406 (134/
202).88.00%(88/100), ZC3H13 MHME4 5 ZC3H13
FIPEZH i A= A7 i R L3, 22 A 40 it 2% & L (Log-
rankX?=9.785,P=0.002); CENPH P45 CEN-
PH At M A A& b, 2 5 A 4 it 2% 2 X (Log-
rankX’=7.309,P=0.007), JHIWE 1 $P<0.05
78 1 (FIGO 40 Ik 25 5685 AR R BE) 2 AT &
PH {5 # 5, 22 1l Kaplan-Meier 4 £7 1 2%, 25 1 &
7R ANTE FIGO 4303 bR 556 B o A 7 B ey s A8
Kaplan-Meier A7 12 Z [ Jo5c L, WA 2,



o 448 - M EFE5EK 2025 £ 2 A% 22 %% 43 Lab Med Clin,February 2025, Vol. 22, No. 4
*1 AEAKEKFESHEFEESE ZC3H13 . CENPH Rz B R B2 (%)]
ZC3H13(n=212) CENPH(n=202)
UgE] n
FH X2 P FH 1 x° P
I ) 0.075 0.784 0.032 0.858
<50 144 100(69. 44) 96(66. 67)
=50 158 112(70.89) 106(67.09)
L3k 08 o 7 R g 0.448 0.503 2.624 0.105
H 203 145(71.43) 142(69. 95)
J 99 67(67.68) 60(60.61)
I BE 2 A 0. 498 0. 480 1. 452 0.228
i 95 210 150(71.43) 145(69. 05)
i) 92 62(67.39) 57(61.96)
Jih 988 fx K A% (em) 0.145 0.704 0.108 0.742
<4 156 108(69. 23) 103(66.03)
>4 146 104(71.23) 99(67. 81)
FIGO 43 11. 711 0.001 15.417  <€0.001
TA~T1BM 202 129(63. 86) 120(59.41)
A 100 83(83.00) 82(82.00)
Sy AT B 12.140  <<0.001 14.583  <C0.001
s Ak 190 120(63.16) 112(58.95)
i te 112 92(82.14) 90(80. 36)
AR 0.823 0. 356 1. 850 0.174
<1/2 M2 186 127(68. 28) 119(63.98)
=1/2 B2 116 85(73.28) 83(71.55)
W &5 7 14.565  <<0.001 16.158  <<0.001
H 61 55(90.16) 54(88.53)
¥ 241 157(65.15) 148(61.41)
100~
100 @ -
i o o E 100 ®
& 80 < S99 £ go-
W 0} 5 10) ¥ 80 o)
1t 60+ 60 & 60
R 40 B 407 B 40+
f& , it —— B F”I GO4YHA
& 201 O e © 20 QompgEE S 207 S o
0 T T T T 1 0 T T T T 1 0 T T T T 1
0 12 24 36 48 60 0 12 24 36 48 60 0 1224 36 48 €0
18] (A) B8] (A) B8 (A)
A B C
100 -
& 80 = anl
ﬁ 60 i{_; 60
B 404 <
Bk SIS & 404 .
# o0 DR & HELT
© QBN & 20 %’ﬁ
%
O ! Y y ) y 0 T T T T 1
0 12 qul‘ﬁj ( ;3](; 4 % 0 12 24 36 48 60
D E BfiE (B)

Ay ZC3H13 M 5P B i A fr 128 ;B 25 CENPH B 5 BV 4 88 3 19 A2 47 il 285 C 0 R R FIGO 43 1 B8 35 19 A A2 il 285 D
AT S AR AR B A AR I S E D S R bk L 5 A B 1 D0 B8 R A A i 28

B2  AREFEISESREN Kaplan-Meier £ H
2.4 OKN[E TGRS AR U R E M IE R % R &2 ZC3HI13.CENPH Fik M b8 AR = 8 B



I EE G IR 2025 42 2 A% 22 6% AW

Lab Med Clin,February 2025, Vol. 22, No. 4 o 449 -

JE A B AR A S TS R R4l (80 D AT A R
Wal 222 B, BUEA R4 FIGO 20 11 A ) %4
1k bR g5 5 R 5 e % ZC3H13 B %R . CENPH FH
RS THEREA, Z5HARITFEL(P<
0.05), W% 2,
*2 AEAREEASTERZNERAME ZC3HI3,
CENPH RixERLEB 2 (%)]

BUGARH  TUa RarA

iH n X P
(n=280) (n=222)

RS 1,172 0.279
<50 144 34(42.50) 110(49. 55)
=50 158 46(57.50) 11250, 45)

NFL SR IR v i e 2.991 0,084
H 203 60(75.00) 143(64. 41)
TG 99 20(25.00) 79(35.59)

S ERAHY 3.258  0.071
{220 210 62(77.50) 148(66. 67)
i 92 18(22.50) 74(33. 33)

Jis8 5 KA (em) 1.930  0.165
<4 156 36(45.00) 120(54. 05)
>4 146 44(55.00) 102(45. 95)

FIGO 434 86. 213 <<0.001
TA~IB 15 202 20(25.00) 182(81.98)
1A ] 100 60(75.00) 40(18. 02)

SRR 58.497 <<0.001
s 190 22(27.50) 168(75. 68)
&k 112 58(72.50) 54(24. 32)

BRI 1,312 0.252
<1/2 W2 186 45(56.25) 141(63. 51)
=1/2 2 116 35(43.75) 81(36.49)

ke 59,963 <<0. 001
H 61 40(50.00) 21(9. 46)
J 241 40(50. 00) 201(90. 54)

ZC3H13 15.572 <<0.001
PR 212 70(87.50) 142(63. 96)
[ 90 10(12.50) 80(36. 04)

CENPH 18,422 <<0. 001
PR 202 69(86.25) 133(59. 91D
B 100 11(13.75) 89(40. 09)

2.5 HIUEWS MmN E SN LUE SRR E T
it A AT E] LB o PR A B (B R =0, BilE A
R=1),LI5F 2 ¥ P<0.05 WA &, L 2 B (K 4%
=110t =0) . FIGO M (MTA#M=1,T A~
IBMl=0) B EEE (FKBE=1. kK =0.
ZC3H13(FHM =1, =0) . CENPH(FHE=1,F
=0 M HZERE., ZNE Cox BIH/H & L. FIGO

M ORE SR LR L ZC3H13,CENPH 2%
M "B 5195 A8 TR 19 R (P<<0. 05), L& 3.
%3 SEECxBANHEREFSHHZMES

WS bR
5 Wald X* P
A

HR(95%CI

FIGO 441 0.451  0.207 4.747  <<0.001 1. 570(1. 046~2. 355)

MELEHER  0.661  0.256 6,667 <C0.001  1.937(1.173~3.198)
IIACRREE 0.471  0.151  9.729 <C0.001  1.602(1.191~2.153)
ZC3H13 0.478  0.160  8.925 <C0.001  1.613(1. 179~2.207)
CENPH 0.452  0.169  7.153 <C0.001  1.571(1.128~2.189)

A

3 i A

AT A SR B SR 1 R TR B2 IR U T ORI
R AR B EA ] R AE M B R VR R EURR
s . B s SUE R IRIT O X EEAEFRA
T BT AT S R 2 B A 8] IR 9T S R IR T B
ARG AR FH - B S0 R A0 UG B 2 R BT R .
EA AT 200 B B 7 78 32 2 16 97 5 1 BB ik Rt
F T I eE 1 S 5T P o BRIV 422 52 A (6] 936 9T AN R AR
TR SERKZES . ik, T4 2 s S 8 &
TE R 2R R BUAS R AL 1936 97 T 58 % k3 /R % T
JERENEK,

TR AL B NS A kR JRrh R iEE
EMEA . 4E DNA H 34k  RNA &6 & HE A B
i, N6 H EEHR T (m6A) 2 i H WA RNA &7 =,
M m6A B R R B ALY . ZC3H13 & m6A H 3t
T g T ) T A B 5 HL A TR R B RS A R 45 5 P B
HAK, LR S RNA m6A H gk, 225
N2 2 Tl g g kL ARG R S 4 Y
t ZC3H13 mRNA FlEE [R5 KB 0 W T, i
JEH ZC3H13 M3RIEZAEgmtS RNA R4 . A5 &
P, circRNA RERE B8 % 45 & 1 30 1l #/ RNA-1299
HZEik . 8 ZC3H13 mRNA (154 & 1 , 3k 1 {2 3 I
TEAR I T e AR 22N L AN, AR BFSE & B, ZC3HI3
FIR 55 U BOE G RO R AR AT G, $E R ZC3H13
Z 5 E B R, A F RGE U O A
ZC3H13 GBS 7 CENPH {51 RNA 3'3E 4 15 X 4
m6A &4, 15 CENPH 1235, 301G F i Wnt/p-i%
VIR P L 08 O R 12 28 e e B L AT e
ZC3H13 % m6A B4 5 K 1) 22 15 1 18 BE 9 358 Jin i 98
a7, A S BRE R 85 b M2 R I 2 B % e T
2 55 G 22 U0 ) 40 A 1 YR L S MR i kR % i
FEUEREN . ARBEgE L BUR AR R4 ZC3H13 IR
TG B A4, $2on ZC3H13 fe AL B 55198 2 % 1 7
Jo o MR — A ZC3H13 A % 1k KT8
FIE 184 56 B 20096 ek e 200 6 T A R 0 5 I AR 2R RR )
Wk, AR5 Bk MR . 5 — )5 i, ZC3H13 fig
AUt PHD #F38 8E H 10 {51 RNA # m6A H %4k



e 450 - MIEF SR 2025 F 2 A% 22 %% 4 M

Lab Med Clin,February 2025, Vol. 22, No. 4

B A, A2 2 e €5, 5 55 98 2 A W I E B & DNA BUEE 37
Y6 & . it T 154 5 Jirb JRE A0 o Ak T A A T R HIR ST
PECY L PR B SUE T ZC3H13 B 5 R A R TE .,
TR SR TS R &

CENPH J& % 2247 21 255 W %% 1) 35 22 241 38 40 L 7
& LRI BRI RN G R Gl {5 PR 4y S rp Ol o R
MR .2 5 AR 20 MRt GTERE
BB FLIRE T S iR b CENPH RE %3
T WOE Yes AHOCHE 114515 538 1, 42 1 Jib 96 4t e 384 7
L2 78 , CENPH J2& 87 (0 3FAli b 988 75 A9 4 G R 2 4 .
A 5T B S R 4140 CENPH /) mRNA Al
B RIRKCEH U B A, £RY] CENPH 2 5 & S
&L KRR, BEE R, KaEdE 4S5 RNA PVTI fE
g 255/ RNA-612, 38 it CENPH mRNA #% &
P PO T Vi 200 ] B AR 1 B U 1 KT U Ake/
UNUEEERGILY/IC SR 4 i A SR RS N R i i Uk
BT R R, BN, AW kB, B HUE
CENPH 235 5 1l PR BLURRIE A7 ¢, & 8] CENPH i
HEE S G HE R . A il . CENPH AN RE {2
R A A G1/S 31 0 128 40 Bt 386 5 . 3 BE % 3 1o
i A TG 20 B A 5 U T DO/ p38 24 B i i Ak B 1
T {5 5 3 B L (Rt PR AN B AR B R RS
e R W], CENPH g #% 005 P9 20 i b TNF 32 4k
KGN GL 4 S5 G A ] R 7 10 2 318, A 2 i 90 440 ik
i e fih 9o HE R L T A CENPH A9 26 3k AE 8 &1 3T Ik &2
iR R B oh CDS™ T bk B 401 i A i o 3% 405 35 o, 1
SRBEEIRTTIT R . AT WU A R4 CENPH
PHPER & TG Rirdl. -8 H, CENPH fE 4% 1
568 P98 A0 6L XoF R Ak T B R BT P L B AR BRI B Y R
BOmMIE ARG Kk B, A E HGE , CEN-
PH il i 5w /R FBEE A 3 A AR MG A2 sh 9y
FMERNEAGFSEETHE AWK 1L ME S 2
(AT - BTG ) 75 100 55 28 S5 Ak IT 25 0 i U, 5 3K
BAEBG AR . BAM R 40 E R F a4
Z1rh CENPH 1Y i 23k B AR T 0T W97 30 MR 4h
o fiE A0 i CENPH 119 2 35 ] [ K g 20 Jf T 0T 19
FEPUHE  CENPH J& W 78 19 | $2 TH 0P 97 80 36 97
AU RS E HE 4 40 ZC3H13 mRNA %
ik7K -5 CENPH mRNA 3Rk /K 2 FEA G, #R
CAHEVREEE N FEE RN Y ERN ., A EE
il ,ZC3H13 X} CENP R % i1 CENPK #£17 m6A
M, NI mRNA SR e e, 48 3 4 D B 00 vk
ZC3H13 5 CENPH nJ 6847 7€ ALl 19 P8 4 AL 1 L S 18]
L =T P I S L BT PUR S £ S S A
B5F 38 5o #2 1i) BHL Mt ZC3H13 %F CENPH B m6A &
T o S P A0 BT 009 AN R 4 A % A2 28 AR L 0 AR
H GRS .

i bR, B HUE T ZC3H13, CENPH mRNA
R (I F R ACE S R, — 5 7 S B h & 45 4 R

BRI A 0 2 0 . I PR I o 8 U 3 5k A% T B 35 9
ZC3H13,CENPH ) ik 1& 8, W Al & 98 B & Bl
J& A8 T RIA T K BE 7, 1 UL ZC3H13 . CENPH Wy
BT B IT R TR IR U IR T R W . AR Y R
FRAE T REAS A BR e LU KT AR 8] 1 R 45 AiF 1) ‘B #9988 FR
BT E0H AR5 G AT IR A .

&% ik

[1] HE W Q.LI C X. Recent global burden of cervical cancer
incidence and mortality, predictors, and temporal trends
[T]. Gynecol Oncol,2021,163(3) :583-592.

[2] NITECKI R,RAMIREZ P T,FRUMOVITZ M, et al. Sur-
vival after minimally invasive vs open radical hysterectomy
for early-stage cervical cancer:a systematic review and Meta-
analysis[J]. JAMA Oncol,2020.6(7):1019-1027.

[3] TAN W,LIU S Y.DENG Z M, et al. Gene signature of
m6A-related targets to predict prognosis and immuno-
therapy response in ovarian cancer[ J]. ] Cancer Res Clin
Oncol,2023,149(2) :593-608.

[4] MA J,YANG D, MA X X. Immune infiltration-related
N6-methyladenosine RNA methylation regulators influ-
ence the malignancy and prognosis of endometrial cancer
[J]. Aging (Albany NY),2021,13(12):16287-16315.

[5] LIU X,LIU Y. Comprehensive analysis of the expression
and prognostic significance of the CENP family in breast
cancer[ J]. Int ] Gen Med,2022,15(5) :3471-3482.

[6] LIUL.,HE H Y,PENG Y,et al. A four-gene prognostic
signature for predicting the overall survival of patients
with lung adenocarcinomal J . Peer J,2021,9:e11911.

[7] YAO H, YAN C, QIUMIN H, et al. Epidemiological
trends and attributable risk burden of cervical cancer:an
observational study from 1990 to 2019 [J]. Int J Clin
Pract,2022,2022:3356431.

[8] LICB.WU H,GUO L P,et al. Single-cell transcriptom-
ics reveals cellular heterogeneity and molecular stratifica-
tion of cervical cancer[J]. Commun Biol, 2022, 5 (1)
1208.

[9] CHEN M N, WONG C M. The emerging roles of N6-
methyladenosine (m6A) deregulation in liver carcinogen-
esis[ J]. Mol Cancer,2020,19(1) 44,

[10] LIU L,LI H,HU D Y.et al. Insights into N6-methylade-
nosine and programmed cell death in cancer [J]. Mol
Cancer,2022,21(1) :32.

[11] LINY H,ZHANG B Y,CHEN Z S. circRERE regulates
the expression of GBX2 through miR-1299 and ZC3H13/
N°-methyladenosine (m’A) to promote growth and inva-
sion of hepatocellular carcinoma cells[J]. J Biosci, 2022,
47(9) :114-128.

[12] CONG R,KONG F F,MA J,et al. The PVT1/miR-612/
CENP-H/CDKI1 axis promotes malignant progression of
advanced endometrial cancer[J]. Am J Cancer Res, 2021,
11(4):1480-1502.

[13] LI D,LI K,ZHANG W.et al. The m6 A/ CF#555 456 51)



B EFE5EK 2025452 A% 224%% 43 Lab Med Clin,February 2025, Vol. 22, No. 4 e 451 -

<t Z . DOI:10.3969/j. issn. 1672-9455. 2025, 04. 004

BEMKEEH SAA/CRP.ELXERH C.CD64 3iFE1E
53 B o 0 B

/HJBH'\}#* %Ea N
L AR CE B TARE A E e A A, WL R Bk 252000

W OE.BH UREEMEBFOFRHNHEES ASAA/C R BE G (CRP) . EWLEH C(APC) . % %
HFJR 64(CD64) TAL, 247 3 RISHFE S mFH RGN NE, ik TEMEER 2020 % 10 A £ 2022 %
10 Ri%R2 126 Bl ER A X B A RLM, BARE L 82 4l L@ X B H AT BA, A BEANRNYESLFE
B IAFAEW, 2k 2 Ak SAA/CRP.APC.CD64, FFREANIZE LA GRS HF FEFMF 3AR UK
BEBEHEBREL R L > A8 EabE R4am, stk Baab R84 6 R THA LFFRAR; A Lo-
gistic MPESPHERMEXEZREHPUEAE L ;202X T HEHFEROCOBE ST ZH B Z R EH 2
ImMMIL, ER AR 4 SAA/CRP.CD64 & T s BB 48 (P <0.05), APC K-F4& F 2F B4 (P <C0.05);126
5l F A X B HE P RE)T 110 41(87.30%) . K452 16 #1(12.70%) ; R #2348 SAA/CRP.CD64 & F#)am
(P<C0.05),APC RFAK T 4 )2 20 (P<(0.05); % =5 M8k 524 R 2 +~,SAA/CRP.CD64 5 T AF X & X%
B2 R4EGr=—0.329.—0.414,P<<0.05) ,APC K-F 5 Em i X & Z B4 )2 2 E48 % (r=0. 388,
P<C0.05), Logistic @2 544 R 2 *,SAA/CRP.CD64 . APC 2 E M X B FRmE#H 0 H AR E(OR=
1.717,1.720,0. 668, P<C0.05), ROC ¥ & 5 # 4 % 27 ,SAA/CRP.APC.CD64 Tl & 5z A £ & & st k2
& T @mAARAUC) % % 4 0.805.,0.840,0. 851, = F B A Faml 49 AUC(O0. 957>§ak0 gt ETERMmE B
SAA/CRP.CD64 # &, APC K -F Ak, = & B A T A LA & & st 8 )3
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Predictive value of SAA/CRP,activated protein C and CD64 for the outcome of
patients with severe pneumonia”
FENG Linlin ,2YAO Lusu
Department of Respiratory Medicine s Brain Hospital s Liaocheng People’s
Hospital s, Liaocheng ,Shandong 252000,China

Abstract: Objective To observe changes in serum amyloid A (SAA)/C-reactive protein (CRP) ,activated
protein C (APC) and cluster of differentiation 64 (CD64) in patients with severe pneumonia,and to analyze
the predictive value of these three indicators for disease outcome. Methods A total of 126 patients with severe
pneumonia admitted to the hospital from October 2020 to October 2022 were selected prospectively as the
study group.and 82 patients with common pneumonia were selected as the control group. All patients under-
went laboratory tests upon admission,and the serum SAA/CRP, APC and CD64 were compared between the
two groups. After admission, the study group received a systematic treatment and was followed up for 3
months to observe disease outcomes. The patients were divided into the recovery group and the non-recovery
group. Clinical data and serological indicators were compared between the two groups. Logistic regression a-
nalysis was performed to identify the factors influencing disease outcomes in patients with severe pneumonia.
Receiver operating characteristic (ROC) curve was plotted to assess the predictive value of the three indicators
for disease outcomes. Results The SAA/CRP and CD64 in the study group were higher than those in the con-
trol group (P <C0. 05),and the level of APC was lower than that in the control group (P<C0. 05). Among the
126 patients with severe pneumonia,110 cases (87. 30%) had favorable outcomes, while 16 cases (12. 70%)
did not. The SAA/CRP and CD64 in the non-recovery group were higher than those in the recovery group
(P<C0.05) ,and the level of APC was lower than that in the recovery group (P <C0. 05). Point-biserial correla-
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