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Relationship of FABP1 and FABP4 levels with disease activity
in patients with IgA nephropathy
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Abstract:Objective To explore the correlation of the levels of fatty acid binding protein 1 (FABP1) and
fatty acid binding protein 4 (FABP4) with disease activity in patients with immunoglobulin A (IgA) nephrop-
athy. Methods A total of 240 patients with IgA nephropathy admitted to the hospital from March 2018 to
September 2021 were selected as the observation group,and another 240 healthy volunteers who underwent
physical examinations at the hospital during the same period were selected as the control group. The systolic
blood pressure,diastolic blood pressure,24 h urinary protein quantification (24 h UTP) ,estimated glomerular
filtration rate (eGFR) ,serum creatinine (Scr) , high-density lipoprotein cholesterol (HDL-C) ,low-density lip-
oprotein cholesterol (LDL-C),total cholesterol (TC) ,triglycerides (TG) ,as well as plasma albumin (ALB),
FABP1,FABP4,IgA and complement C3 (C3) between the two groups were compared. Pearson correlation a-
nalysis was used to observe the correlation of serum FABP1 and FABP4 levels with IgA,C3,Scr, ALB,as well
as systolic and diastolic blood pressure,24 h UTP,eGFR,TC, TG and HDL-C. Multivariate Logistic regres-
sion analysis was used to investigate the factors affecting disease activity in patients with IgA nephropathy.
Results The serum levels of serum FABP4,IgA,C3,TC,TG and Scr,as well as systolic blood pressure, dias-
tolic blood pressure and 24 h UTP,in the observation group were significantly higher than those in the control
group,while FABP1, eGFR, ALB and HDL-C levels were significantly lower in the control group,and the

differences were statistically significant (P<Z0. 05). According to the renal activity index score, patients in the
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observation group were divided into high score group (= 7 points) with 174 cases and low score group (<7
points) with 66 cases;compared with the low score group,the serum levels of FABP4,IgA and C3 were signif-
icantly increased in the high score group,while FABP1, ALB levels and eGFR were significantly decreased,and
the differences were statistically significant (P <C0. 05). The Pearson correlation analysis results showed that
serum FABPI1 level was negatively correlated with IgA,C3,Scr levels, systolic blood pressure,diastolic blood
pressure,24 h UTP,TC and TG (P <C0. 05),and positively correlated with eGFR, HDL-C and ALB levels
(P<C0.05) ;the serum FABP4 level was positively correlated with IgA,C3,Scr levels,systolic blood pressure,
diastolic blood pressure,24 h UTP,TC and TG (P <C0. 05) ,and negatively correlated with eGFR, HDL-C and
ALB levels (P<C0. 05). The results of multivariate Logistic regression analysis showed that elevated levels of
serum FABP4,IgA and C3 were risk factors affecting disease activity in patients with IgA nephropathy (P <<
0. 05) ,while elevated levels of serum FABP1 and ALB,as well as increased eGFR,were protective factors af-
The serum FABPI1 level of
patients with IgA nephropathy is decreased and serum FABP4 is increased, both of them are closely related to

fecting disease activity in patients with IgA nephropathy (P <C0. 05). Conclusion

the disease activity of patients with IgA.
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