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IL-6 .\ TNF-o \HA .LN.CIV/RF345 2 E48 X (P<C0.05), DN 2845 DM 5% 42 JkiF & & /WUEF Yu /A (ACR) & A #%
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Levels and clinical significance of serum IncRNA XIST and IncRNA MIAT
in patients with diabetic nephropathy
DONG Jing . XIANG Lin®
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Abstract:Objective To investigate the levels and clinical significance of serum long non-coding RNA (In-
cRNA) X-inactive specific transcript (XIST) and IncRNA myocardial infarction associated transcript (MIAT)
in the patients with diabetic nephropathy (DN). Methods A total of 100 patients with simple T2DM (T2DM
group) and 112 patients with DN (DN group) who visited the hospital from April 2020 to April 2023 were se-
lected as the research objects,and 100 healthy subjects who underwent physical examination at the physical
examination center of the hospital during the same period were selected as the control group. The levels of ser-
um IncRNA XIST and IncRNA MIAT in the three groups were compared. The clinical data of the T2DM
group and the DN group were collected. Pearson correlation was used to analyze the correlation between the
levels of serum IncRNA XIST and IncRNA MIAT and inflammatory factors [interleukin-18 (IL-18) ,interleu-
kin-6 (IL.-6) ,tumor necrosis factor (TNF-a) |,and renal fibrosis indicators [urinary hyaluronic acid (HA) ,u-
rinary laminin (LN),typelV collagen (CIV)] in patients with DN;multivariate Logistic regression was used to
analyze the factors affecting the occurrence of DNj the receiver operating characteristic (ROC) curve was
drawn to analyze the diagnostic value of serum IncRNA XIST,IncRNA MIAT and other influencing factors for
DN. Results The serum IncRNA XIST, IncRNA MIAT,IL-18,11.-6 , TNF-a, HA, LN and CIV levels in the
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T2DM group and the DN group were higher than those in the control group (P <C0. 05) ;the levels of serum
IncRNA XIST,IncRNA MIAT,IL-18,1L-6, TNF-a, HA,LN and CIV in the DN group were higher than those
in the T2DM group (P <C0. 05). The results of Pearson correlation analysis showed that the serum IncRNA
XIST and IncRNA MIAT levels in patients with DN were positively correlated with 1L-18,1L.-6 , TNF-a, and
HA,LN and CIV levels (P<C0. 05). The course of DM, urine albumin/creatinine ratio (ACR) , hypersensitive
C-reactive protein (hs-CRP), glycated hemoglobin (HbAlc), blood urea nitrogen (BUN), serum creatinine
(Scr) ,and cystatin C (Cys-C) levels in the DN group were higher than those in the T2DM group (P <C0. 05).
The results of multivariate Logistic regression analysis showed that elevated levels of HbAlc, hs-CRP, In-
cRNA XIST and IncRNA MIAT were independent risk factors for the occurrence of DN (P <C0. 05). The re-
sults of ROC curve analysis showed that the AUCs of single serum IncRNA XIST,IncRNA MIAT, HbAlc,
hs-CRP and the combined diagnosis of the four items for DN were 0. 668,0. 689,0. 731,0. 656 and 0. 917, re-
spectively. The AUC of the combined diagnosis was higher than that of single diagnosis of serum IncRNA
XIST,IncRNA MIAT,HbAlc and hs-CRP (Z= 6.141,7.468,5.730,6.723,P<C0.001). Conclusion The el-
evated levels of serum IncRNA XIST and IncRNA MIAT in DN patients are the independent risk factors for
the occurrence of DN. The combined diagnosis of serum IncRNA XIST,IncRNA MIAT, HbAlc,and hs-CRP

has a high value for DN,
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AAGT-3',

1.2.3 IGIRFERLE I8 T2DM Fl DN &3 1 i
PR RE A 45 1R B 45 B (BMD DM i B2 46 T L &7
gk He (MR S IR YT T 28 LR O HBUIR L k- 2 e
IR 2 M) (SGLT20) | B & 2 L W 7] 45 25 9
IEIT B S RS . & A 3l 46 M o A A GER YINEE
Bt A=W B 97 HL T A A BR WL LS BC-5380) K it
ARG A 40 B B (WBO) L 4 H 3 2 Th g
KA (POCT) (=i A= W A% I Ay A BR > Wl LS
iCARE-2000/2100 #4) K i £ 277 U 52 1l 7 25 16 1 A
(FPG) WAL I 21 8 11 (HbATc) i I [ i (TC) L H
=R (TG &% B s 8 AR [ B (HDL-C) AR5 B
Jig 26 A AE & B (LDL-C) ML C-I W % M (hs-CRP) |
A ZE C(Cys-C) M ALEF (Scr) K Z A (BUN) | R iR
(UA) 5 DA IR 58 W B3 35 A6 I 11 240 A A 3R -18 (1L-
1B 4/ ZE-6 (1L-6) , 98 R FE K F-a (TNF-0) .
K4 A 3 A Ak 2 BT AL (B R Cobas 8000¢702) 6 ]
PR H 1938 B R (HAD V2 368 (LN LIV 5 (C-
IVOZK-. A BEJG 36 97 B8 PRI E PRI 2 1R BR WL
W 1158 R W B 1/ L B (ACRD

1.3 SibeFab B R SPSS26. 0 4 #r B %K),
BIEASAE T EER 2+ £oR,2 4108 R
ARSI REAR ¢ K50, Z2 4 8] L8R B R R 7 2541
Br . 22 20 18] 5 15 Fb %5 % FH LSD-¢ % 5 508 R Ll (%)
FTon AR OB R X7 K56 5 % Pearson AH 56 23 Bt
DN B # M7 IncRNA XIST.IncRNA MIAT /K5
SANE T VB LR AR FE bR K B A G R Z H £
Logistic [B1 A4 521 DN & 42 1 K 5 26 %2 iR #
TAEF#1E (ROC) 1 £ 43 A1 1L % IncRNA XIST . In-
cRNA MIAT K HAth 5% mi R X DN (1432 B 4 {6 .
P P<<0.05 WESAGITEE X,

2 % ES

2.1 &AM IncRNA XIST 1 IncRNA MIAT /K

Firbd SxMAMEL, T2DM 44, DN 4 17 In-
cRNA XIST #1 IncRNA MIAT /K¥ ¥ T & (P <
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E KBEERAKLKLEDNENHALREGE=1. 5= HupHs 5044, 64) 38(38.000  0.960 0,327
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G-EHIME B EEREIN sCD14-ST . G6PD. A5 PCT.CRP.
NEEZMMEXERIMRSENTNMNE

BB % F LB, E RS
1AL ERETHE—FPOCEREFAHBA, TERL 07100052, T FHRE T
% =S B RA, TR E 071000

H OE.HA KA GCHLARLEBEZMATERG@RS LR 14 A (sCD14-ST) , #) & $2-6-5k 52 I,
A% (G6PD) fLBR & FM%%/?(PLT) C&rKéMCRP) WM IR FREGTAMNNEL, Fik @&
202251 AZE2024 3 AFAEARETE — PO ER ICU KGN 115 6] G- f il B3 & 5 4F A BF 5% 5
R MBERAETEERERE S AR EREA AERFRELM, WE 2 W4 57 W55 sCD14-ST . G6PD, §L#t K F 5 o iF
PCT.CRP, W& % KT, KA Pearson 18 % 5 # G- ik B 3 Ik &2 & F i 48 3R sCD14-ST.G6PD,, 5L .
PCT.CRP., R & & KP4 % M, 4] %% & T 4E(ROC) ¥ £ \#M%fz\ sCD14-ST.G6PD, $L# ,PCT.CRP,
A &% .sCD14-ST+G6PD+ $LEs . PCT+CRP+ A FEF MK Fm ML, R IREREMAHAN L2 6, IEKR

AN 63 F, MRFEEMIEIR sCD14-ST, 5L& .PCT,.CRP, m&%m%iﬁmjtﬂkﬂii&f 20, G6PD K F 4% F
EMRFREA, ZFH A% FENL(P<0.05), Pearson ME S AR E7.G- B iR B R FE B E 0FHE
2R sCD14-ST KF5 PCT.CRP, W& & K-F3 2 E4 %X (r=0.780,0.721.,0. 737, P<C0. 001), LB K -F 5
PCT.CRP, N & & KT 2 EHMX (r=0.790,0.811,0. 818, P<C0. 001), #& 3% G6PD K-+ %5 PCT,CRP, N #
FAXRKFEHRMMEG=—0.789,—0.831,—0.778, P <<0.001), ROC ¥ & 5 # 4 R 2 &, /&3 sCD14-ST,
G6PD.fLER 5 PCT.CRP., W & F £ A Ik & 92 W & T @ AR (AUC) ¥ >0, 7.0 — 2 6 Tl #4827 sCD14-
ST # AUC & KX ,G6PD. 5L #9 AUC 54544547 PCT.CRP. &% # AUC A8iL, sCD14-ST+G6PD+ 5Lk
RS M A g2 69 AUC 4 0. 950; PCT+CRP+ A & Z B A FAm IRk &2 69 AUC 4 0. 874, sCD14-ST +
G6PD L8 B AT ik & 92 ¢9 AUC & T sCD14-ST.G6PD, $Laz £ 3 faml 49 AUC(Z =2. 305.3. 264.3. 264,
P =0.035.0.018.,0.018); PCT+CRP+ " & EF A FAM &% 49 AUC X T PCT.CRP, " & & & a6
AUC(Z=1.975,2.005.2. 004, P =0. 046,0. 038.,0. 039) ; sCD14-ST+ G6PD+ 5L 8 B & 7 Bk & 52 %9 AUC K
F PCT+CRP+ A& ZBHATME AUC(Z=1.966,P=0.049), it 4% sCD14-ST.G6PD. L5 G-H
st B EH PCT.CRP, A& &4 % ,sCD14-ST+G6PD+SLBR 3 H A M Fm e AL h & TR AR AFRS
B Z A TN F R AR AT RN EFREG S REAFERBEETELOLALEE,
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Correlation of circulating sCD14-ST,G6PD and lactate with PCT,CRP and endotoxin in patients
with G-bacterial bloodstream infection and their predictive value for sepsis”
LI Pan',DUAN Hongru',CHEN Fang' ,YAO Weili* /WANG Wei'"

1. Department of Medical Laboratory sthe First Central Hospital of Baoding s Baoding , Hebei
071000,China ;2. Department o f Clinical Laboratory sthe Second Central Hospital of Baoding »
Baoding , Hebei 071000,China

Abstract:Objective To investigate the correlation of circulating soluble leukocyte differentiation antigen
14 subtype (sCD14-ST),glucose-6-phosphate dehydrogenase (G6PD) and lactate with procalcitonin (PCT),C
reactive protein (CRP) and endotoxin in patients with G-bacteria bloodstream infection and their predictive
value for sepsis. Methods A total of 115 patients with G-bacteria bloodstream infection admitted to ICU of
Baoding First Central Hospital of Hebei Province from January 2022 to March 2024 were selected as the re-
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