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H E.BH Ritiadwiihd ks RNA 2 &L H 3(IncRNA MEG3) , # > RNA-
144-3p(miR-144-3p) A K K-F 5 M4k R X AE Bomts = EA2 o4k, ik #®#F 2021 £ 12 A £ 2023 %
6 A TIZRAER G T8 151 6l L AFE R B FEAMAN L RBRRB o A XM 02 4]) &g
U9 B, EMEAERE P ERES—FT o AREN PEM EHEM, FHRFRM 140 I EREATES
R, KA AT ERABAEAR P (QRT-PCR) ¥ M &7 IncRNA MEG3 . miR-144-3p & ik K F ;4% A Il
o B AL M &% 3K & A ) B 48 47 5 R A Pearson 48X 94 L A F %% & & = iF IncRNA MEG3 &% K F 5 miR-
144-3p A K RF 48 X b, A & £ & IncRNA MEG3, miR-144-3p A A K -F 5 e f54reh Mk, KA
Spearman #8 5= 4 A1 & M B & F & F IncRNA MEG3, miR-144-3p Ak K -F 5wt ™= 42 F 69 48 £ M,
R OB EME KAFREEH E IncRNA MEG3 22 K-F 54 % KB A B (MVV)/FHE . oF
LARBEM(PED) % 1 A AFAERERIHE G 5 W (FEV, Ypred) % 1 AT EERE AN MEE
88 4 W (FEV, /FVCO) & # K&, miR-144-3p A X K FZ#H I &, A1 H ALK £ FH A LT FEL(P<
0.05), MLAXMHEEH RIS ERENIE I, o IncRNA MEG3 & i K -F B4&, miR-144-3p & & K -F 4
B AL LA, £ FH A AT FENL(P<0.05), LAF%% EH MVV/FR 14, PEF.FEV, ¥ pred,
FEV,/FVC 5 IncRNA MEG3 & ik K -F 2 EAM % (P<0.05),%5 miR-144-3p & ik K F £ fi 48 % (P <C0.05),
EAEH # & E IncRNA MEG3 R £ K P 5% = €42 F 2 fi 8% (P<{0.05), 274 miR-144-3p KA KT 5
BREFEREZEMAE(P<0.05, LAFEWEH 0F IncRNA MEG3 & ik K-F 5 miR-144-3p R A K F £
fARE(P<<0.05), it T AT %% EH hiF IncRNA MEG3 £ % K-F BI&, miR-144-3p A& K F I &, =
FE B LM AR P EREE AL, TEABRENRE R EREY.

KPR E W KEESHARNAFZRALR 3;  #0 RNA-144-3p; Aishse; mHE S ERLE

FEXESES:R562. 2+5;R446. 1 XEPRERD A NXEHS:1672-9455(2025)11-1529-05

Association of serum IncRNA MEG3 and miR-144-3p levels with pulmonary function
and disease severity in bronchial asthma”
ZHANG Hua ,DUAN Xinglong”
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Hanzhong ,Shaanxi 723000,China
Abstract:Objective To investigate the correlation between serum expression levels of long non-coding
RNA maternally expressed gene 3 (IncRNA MEG3) and microRNA-144-3p (miR-144-3p) with pulmonary
function and disease severity in patients with bronchial asthma. Methods A total of 151 patients with bron-
chial asthma who were hospitalized in the hospital from December 2021 to June 2023 were enrolled as the
study subjects. According to the disease phase,they were divided into the exacerbation group (102 cases) and
remission group (49 cases). The exacerbation group was further classified into mild, moderate,and severe sub-
groups based on disease severity. Additionally, 140 healthy individuals undergoing routine physical examina-
tions during the same period were included as the control group. Serum expression levels of IncRNA MEG3
and miR-144-3p were detected using quantitative real-time polymerase chain reaction (qRT-PCR). Pulmonary
function indicators were measured using a pulmonary function analyzer. Pearson correlation analysis was used
to evaluate the relationship between IncRNA MEG3 and miR-144-3p expression levels,as well as their correla-

tions with pulmonary function parameters in patients with bronchial asthma. Spearman correlation analysis
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was performed to assess the relationship between serum IncRNA MEG3 and miR-144-3p expression levels and
Serum IncRNA MEGS3 expression level, MVV/predicted val-
ue,PEF,FEV, %pred.and FEV,/FVC were progressively decreased from the control group to the remission

disease severity in acute-phase patients. Results

group and further to the exacerbation group,while miR-144-3p expression level was progressively increased.
All pairwise differences among the three groups were statistically significant (P <C0. 05). In patients with a-
cute exacerbation,IncRNA MEG3 expression level was lower and miR-144-3p expression level was higher in
those with more severe disease,with statistically significant differences among the mild, moderate,and severe
subgroups (P<C0. 05). MVV/predicted value, PEF, FEV, % pred and FEV,/FVC were positively correlated
with IncRNA MEG3 expression level (P<C0. 05),and negatively correlated with miR-144-3p expression level
(P<C0.05). In acute-phase patients,serum IncRNA MEG3 expression level was negative correlation with dis-
ease severity (P<C0. 05),while serum miR-144-3p expression level was positive correlation with disease sever-
ity (P<C0. 05). A negative correlation between the expression levels of IncRNA MEG3 and miR-144-3p was
observed in patients with bronchial asthma (P <C0. 05). Conclusion The serum expression level of IncRNA
MEGS3 is decreased,while that of miR-144-3p is increased in patients with bronchial asthma. Both are closely

associated with pulmonary function parameters and disease severity, suggesting their potential as biomarkers

for disease assessment.
Key words:asthma;

nary function; disease severity

R P g L ATE N M R E O R AR, R R
B ARE RS RE SO AE I T R & 2t 21 & A
PLEEhl el 51 T aE s . Ak, -4k 6 W I 2
AW IE T ERENAREY R &Y E L E
KU REEES D RNA £F & £i53H 3 (IncRNA
MEG3) J& — 28 K B #8 i 200 4~ B H R 1Y JE g 1
RNA, 0] 38 35 6 W35 1% | 7 5) T 5 5 Je K OF- %6 2 )2 1
VAR LR 2238, A SR W g AL AN JR] i B A i R
R Fe 3k, AT B8 3 I 8 Y S % T g K R AE A TS 5 PR
9 1 & A= R RS L i/ RNA-144-3p(miR-144-3p)
J& ARGt RNA, 75 328 27 Wi f8 5 <08 A v
FEIR KT, 5B 4 ™ EE R R R AR A 1 B B
BWE 36 97 A M . R G R LT IncRNA
MEG3.miR-144-3p ik /K55 i Ty fig S 1% ™ & 2
JE B AR O T F 9 45 /0 TR I L AR S 32 AT ML In-
cRNA MEG3.,miR-144-3p 5K 5 3 45 20
M T RE VB P 5 R L DU I R 1T SR
W% Wity B 16 SR W $2 i 5 2%
1 #EMEFE
1.1 — & BER ARMFSE MRTIE oY, S8 2021
AE 12 A 2023 4F 6 A FABEABIRITH 151 Bl XX
A7 Wi SE B AE R BIE 5 52 o AR R 0 43 K I A o R
VEIAZR (102 f]) L SR f 3 20 (49 ) . o e Rl 3 78 A
W FEAT R AR AL 1 140 f9i] 4k B 1A Gz 5 4 S X R . 3
HF RIS Z R ER LR, ZRYTEITEE XL
(P>0.05), A Pk, WLk 1, 2R 8 &
WARRIE: (D FF A LB W2 W bR 5 (2 2
RAEIA R85 AR I g 2 LA P R AR i
7 RE BRI O O 9 R AIG (22 PR kA 07 T RIS
BT I TE RS ) 5 (3) G fiff 40 AR A 0 Wi 2 L AL X
M RPE R FESE 1A LD b SR B i R HERR AR

long non-coding RNA maternally expressed gene 3;

microRNA-144-3p; pulmo-

e (DAY 3 4~ H N o S e 3R AR 1 L e e 1 4l
4 B I R A 5 (2) A T A M R B & A B g
I N B D2 NI U S S (i N S A g Y R U
(20210610-002) , A4 32 3k S 5 34 VG I 45 & A

15 7] 24
x1 SHEER EAMEEK (£ Bn)

215 n FE# ) HA

5 £/8
XF B 2 140 54.41+£8. 20 94 16
i el 49 54.77+8.65 33 16
RAEWA 102 53.72+10. 13 70 32
F/X* 0. 280 0.063
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FARIR H A B TR I AR R > 30 K/ min,
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W SR R, P<<0.05; 5 MAH IR, T P<<0.05,

R4 NRAEHRHAE REPAMINEELR (L)

215 n MVV/HiiHE PEF(L/s) FEV, % pred( %) FEV,/FVC(%)
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