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Correlation analysis of serum IncRNA GASS5 and miR-223-3p levels with early
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Abstract: Objective To investigate the value of serum long non-coding RNA growth arrest-specific tran-
script 5 (IncRNA GAS5) and miR-223-3p in the early diagnosis of Parkinson's disease (PD) and their correla-
tion with disease severity. Methods A total of 89 patients with PD admitted to the hospital from June 2023 to
June 2024 were selected as the PD group,and the severity and stage of the disease was evaluated according to
the Parkinson’s Disease Rating Scale (UPDRS) and Hoehn-Yahr grading scale. In addition,89 healthy subjects
were selected as the control group. The serum levels of IncRNA GAS5 and miR-223-3p in all subjects were de-
tected by real-time fluorescent quantitative reverse transcription polymerase chain reaction. Pearson correla-
tion was used to analyze the correlation between serum IncRNA GAS5 level and miR-223-3p level in PD pa-
tients. Spearman correlation was used to analyze the correlation of serum IncRNA GAS5 level and miR-223-3p

level with UPDRS score and Hoehn-Yahr grade in PD patients. Multivariate Logistic regression was used to
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analyze the influencing factors of PD. The receiver operating characteristic (ROC) curve was drawn to analyze
the diagnostic value of serum IncRNA GAS5 and miR-223-3p for PD. Results
with genetic history of PD was higher than that of the control group,and the difference was statistically signif-
icant (P <C0. 05). The PD group had a significantly lower serum level of IncRNA GAS5 and a significantly
higher serum level of miR-223-3p than the control group (P<C0. 05). The serum level of IncRNA GAS5 in the

mild group,moderate group and severe group decreased in turn,and the serum level of miR-223-3p increased

The proportion of PD patients

in turn,and the differences were statistically significant (P<C0. 05). Pearson correlation analysis showed that
serum IncRNA GAS5 level was negatively correlated with serum miR-223-3p level in PD patients (r =
—0.616,P<C0. 001). Spearman correlation analysis showed that serum IncRNA GAS5 level was negatively
correlated with UPDRS score and Hoehn-Yahr grade in PD patients (,=—0. 687, —0. 837, P <C0. 001). The
level of serum miR-223-3p in PD patients was positively correlated with UPDRS score and Hoehn-Yahr stage
(r,=0.606,0.795, P<T0. 001). Multivariate Logistic regression analysis showed that genetic history of PD
and elevated serum miR-223-3p level were risk factors for PD (P <C0. 05). The increase of serum IncRNA
GASS level was a protective factor for PD (P <C0. 05). The area under the curve (AUC) of the combination of
serum IncRNA GAS5 and miR-223-3p in the diagnosis of PD was 0. 940, which was significantly higher than
that of the two alone (0. 827,0. 823) ,and the differences were statistically significant (P <C0. 05). Conclusion The
level of serum IncRNA GASS is decreased and the level of serum miR-223-3p is increased in PD patients, which are re-
lated to the severity of PD. The combined detection of Incrna GAS5 and miR-223-3p has high early diagnostic
value for PD.
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