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Abstract: Objective To investigate the expression levels of microRNA-340-5p (miR-340-5p) , mitochon-
drial arginine-tRNA synthetase (RARS2) gene and heat shock transcription factor 1 (HSF1) mRNA in pan-
creatic cancer tissues,as well as their predictive value for early postoperative recurrence in patients with pan-
creatic cancer, Methods The clinical data of 195 patients with pancreatic cancer who underwent radical RO re-
section in the hospital from July 2020 to August 2023 were retrospectively analyzed. Real-time quantitative
polymerase chain reaction was used to detect the expression levels of miR-340-5p, RARS2 mRNA and HSF1
mRNA in cancer tissues. Patients were divided into the recurrence group and the non-recurrence group based
on the recurrence status within one year after surgery. The clinical data and the expression levels of miR-340-
5p.RARS2 mRNA and HSF1 mRNA in cancer tissues were compared between the two groups. Multivariate
Logistic regression analysis was used to analyze the influencing factors of postoperative recurrence in patients
with pancreatic cancer. Receiver operating characteristic (ROC) curves were drawn to analyze the predictive
value of miR-340-5p, RARS2 mRNA and HSF1 mRNA in cancer tissue for postoperative recurrence in pa-
tients with pancreatic cancer, and the area under the ROC curve (AUC) was compared by Del.ong test.

Results Follow-up results showed that there were 107 cases in the recurrence group and 88 cases in the non-
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recurrence group. The maximum tumor diameter, T-stage and N-stage in the recurrence group were higher
than those in the non-recurrence group, with statistically significant differences (P <C0. 05). The expression
level of miR-340-5p in the recurrence group was lower than that in the non-recurrence group,while the expres-
sion levels of RARS2 mRNA and HSF1 mRNA were higher than those in the non-recurrence group,with sta-
tistically significant differences (P <C0. 05). The results of multivariate Logistic regression analysis indicated
that an elevated level of miR-340-5p was an independent protective factor for postoperative recurrence in pa-
tients with pancreatic cancer (P <C0. 05) ,while elevated levels of RARS2 mRNA and HSF1 mRNA were inde-
pendent risk factors for postoperative recurrence in patients with pancreatic cancer (P<C0. 05). ROC curve a-
nalysis results showed that the AUCs for predicting postoperative recurrence in pancreatic cancer patients by
miR-340-5p, RARS2 mRNA and HSF1 mRNA ,alone or in combination,were 0. 794,0. 790,0. 765 and 0. 949,
respectively. The AUC of combined prediction was significantly higher than that of each indicator alone (P <<
0. 05). Conclusion The expression levels of miR-340-5p, RARS2 mRNA and HSF1 mRNA in cancer tissues
are associated with early recurrence after pancreatic cancer surgery,and all of them can be served as candidate
markers for recurrence, moreover, combined detection of the three indicators can further enhance predictive

value and provide important reference information for personalized and precise preventive interventions in clin-

ical practice.
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R E R Gm b B B E A R, TR E
K IGEA R BB AR B,

x1 BRERSIMEFT

LR Em5IHY B 514
miR-340-5p 5'-GCGAGCTACATTGTCTGCTGGGTT-3' 5'-GTC-GAGGGTCCGAGGTATTCCG-3'
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T1 T2 T3 NoO N1 N2
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R FHEEREAS  LLR B R AN PR, 221 ROC i
2, g R BOR A miR-340-5p . RARS2 mR-
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BRI E ARG E LML BRI E (P <T0.05) .1 Z-sps w s mexa =4 942, P<0.05), WEE 5 E 1,
miR-340-5p FiE K- T A R M o il R 5 E k)
x®4 ZHEE Logistic AN MEREEEREELNTMAEER
OR 1 95%CI
AL o] B SE Wald X* OR P
TR R
FERL 1
Jih 968 e K A% AR A 0.158 0. 046 11. 827 1.171 1.156 1.187 <<0. 001
T 43 ¥ T1=0,T2.T3=2 0.813 0.248 10. 735 2. 254 2. 144 2. 369 <<0. 001
N 431 N0=0,N1,N2=1 0. 886 0.215 16.972 2.425 2. 335 2.518 <<0. 001
miR-340-5p ¥ ERAWN —0. 369 0.091 16. 447 0.691 0.523 0.914 <<0. 001
RARS2 mRNA EEERAWN 0.233 0. 067 12.056 1.262 1.144 1.392 <0. 001
HSF1 mRNA A A 0. 324 0.075 18.679 1.383 1.208 1.583 <<0. 001
fig il - —5.117 0. 048 23.118 — — — <0. 001
iR 2
miR-340-5p JRAEACA 0.421 0.102 17. 069 0.656 0.492 0.875 <0.001
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OR 1 95%CI
AL g () B SE Wald X* OR
TR [ {53
RARS2 mRNA AR A 0.196 0.083 5.557 1.216 1. 117 1.324 0.025
HSF1 mRNA JEAEARA 0.285 0. 066 18. 603 1.329 1.182 1.495 <<0. 001
W R - —4. 867 0. 039 19. 827 — - - <<0. 001
TR — FOR TR A 1y AR IE R B AR VT 4330 N A A 2 RS IE T MO B R AR VT 43BN AR
x5 5 4H 28 miR-340-5p . RARS2 mRNA,HSF1 mRNA X ERESRERFE £ TN E
E{ERN AUC AUC 1y 95%CI FCEER YR (El REE Fr 50 EARE p
miR-340-5p 0.794 0.730~0. 847 0.31 79. 44 75. 00 0.544 <<0. 001
RARS2 mRNA 0.790 0.726~0. 845 2.06 72.90 82.95 0.559 <20. 001
HSFI mRNA 0.765 0.699~0. 823 6.69 66. 36 75. 00 0.414 <<0. 001
=HBRE 0. 949 0.908~0. 975 — 87.85 90. 91 0.788 <<0. 001
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FE %A T B o e A s (2) AR Y B R
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MR 2 R EMIER . AR A, Zh AT RE i
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CIREZESF R R AL T - e TR LN E R S ey
B 12 A R ) S S R R B — s AR Y
A5 s . HSFL 76 Jili B8 b ik AKF Fh s, 5 341K
A AF A O AR R R UK HSFL B i A K 2
PR ANH Y AHEIE KB, K 4 41 41 RARS2
mRNA RikKFE FAE L4, H RARS2 mRNA
PRIV T SR TR g BB R S B 0k ST A B T
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LA BT 000 R R R . X PR E E g
it 7 TR g 20 ML L PR IR RARS2 /9 R 38 K F  fE
0B A R 8G A AR T, B s Ak T N A, T R Gk
RARS2 N 2] 46 f /9 VE . & W] RARS2 mRNA 7£
o R s e A 0 AR 8 DR AR AR BRSO R S 2 A
o1, B RARS2 mRNA 520w 4657 U 19 /5 H ] A
SEHBE N R S5 & KR — A HLE. Y ET e T
RARS2 mRNA 7 il i 9 4 B R J5 & & G038 1) 0F 52
B A 5% B — 5 1A, 0 OCF RARS2
mRNA 0 A J5 & & LGN i — 2 55T

HSF1 454 364 17 51 ) ol ) s #UK s 8 H 0 3%
ik B BV R TS AR AR R Y A A
1Y ARG & B, R A ) RARS2 mRNA fE
I JB R g A b L 45 AL BT R E RARS2 mRNA K
FEIR K-, B A e M A6 A0 M AR K, B n J A0 IR RO
BURES , AW &, B & 44 41 HSF1 mR-
NA FhKFm T ARE &4, HHFEKFEF &2 B
Ji g B R J5 2 & Wk a7 fa I R &L $2 7R HSFL 5 ik
g AR S W S R A G e I v, T 5
By b ik 90 %0 . B 2T 4k 40 M R b R fe] R b A
B R S A A0 M S R 2 — R A A A I R Y
A . HSF1 JE K R A 5 i 1o 0 858 1) el A% 3006 o
N P ) TR R WA ot N P R R <R PN R R
0 440 P98 G 88 B I, 9 00 M A i 5, 52 el ke R 40 i
Tt 24V , 08 AR R AR RS R AR

ELL EWFgE Feah L ABE R 34T T ROC fh 4k
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MM EERkEESREMF STAT3.VEGFA KFERH
MEEEHMENTNME

IS = R A S 2
FHONER/BENKEFRERASHER 1. BRA;2. £ EEFH,2EFMN 363000

i ZE. BN SAARBEHKEERVO EFOFETHFREIRERT 3(STAT) o F R EK
HF AC(VEGFA)K-F R L3 & F G e Tam ML, ik ®IIZI 2022 F 1 A £ 2024 F 6 A K&
120 4] RVO B ZEAME A R BEEBFRREINANANAMFTHEL. B A > AFERFAE MG RRA; % ik
BB T AT B AR LR 3R R G R 3 ed 120 Bl S R FAE AT RBA, RA % B % Logistic ® 12 54 %
W RVO B F TG0 H ;4% 2K F T/ EROC) W& 54 iF STATS, VEGFA sl RVO & % 4
BIERREARAE, BR WERMAhFE STAT3.VEGFA K-F3H W 2 & F B4 (P<0.05), WIRMEIHE
HHEFF L HF FE A 100.00% , 2P S BRI 50 6l FAERRM 704, MERRUEAZLEL & LA
fri& STAT3 . VEGFA K+ & THERGFA. mEKTRERFA, ZFHALTFELP<0.05, $REF
Logistic M)A 52 R B 7, BAEE KA o iF STAT3 . VEGFA K FH#&H A RVO BETE ARG ERRE
(P<C0.05), ROC W& 5 R 27,k STAT3.VEGFA B =% B4 RVO B 4G RRMOBE T &
ARCAUC) % 31 4 0.826,0.821.,0. 918, —H B AT M t9 AUC 9 B & T B 3847 £ BRFAN (7 - 4 o srars = 2. 943,
P=0.0035Z - yssvecea = 3. 404,P=0.001), & RVO ## oi# STAT3.VEGFA KF+¥H &, L% 5
BERERREEMMEL . ZFFLSTAN RVO BFAE RRGAERS.ALRAERTFHAN RVO & F R
JG W B Bh 38 AT .

KB AMBEHKRMAE; FIEFFEZIRETRTI; TAXEKBET A; HEHME; MR

FEESFES R774. 1;R446. 1 XEARERD A XEHS:1672-9455(2025)13-1752-05

Serum levels of STAT3 and VEGFA levels in patients with retinal vein occlusion
and their predictive value for short-term prognosis”
LIN Jingna',ZHOU Yue'® ,NIU Mengqi*
1. Department of Ophthalmology ;2. Department of Health Medicine ,the 909th Hospital /

Dongnan Hospital of Xiamen University ,Zhangzhou ,Fujian 363000,China
Abstract:Objective To analyze the levels of serum signal transducer and activator of transcription 3
(STATS3) and vascular endothelial growth factor A (VEGFA) in patients with retinal vein occlusion (RVO),
and their predictive value for short-term prognosis. Methods From January 2022 to June 2024,120 RVO pa-
tients admitted to the hospital were included as the observation group. Based on their follow-up within 3
months after discharge,they were divided into a good prognosis group and a poor prognosis group. Another
120 volunteers who underwent health checkups and were healthy in eyes and the body during the same period
in the hospital were selected as the control group. Multivariate Logistic regression analysis was applied to ana-
lyze the factors affecting the short-term prognosis of RVO patients. The receiver operating characteristic
(ROC) curve was applied to analyze the efficacy of serum STAT3 and VEGFA in predicting short-term poor
prognosis in RVO patients. Results Serum STAT3 and VEGFA levels in the observation group were signifi-
cantly higher than those in the control group (P <C0. 05). All patients in the observation group were followed
up with a follow-up rate of 100. 00% ,including 50 cases in the good prognosis group and 70 cases in the poor
prognosis group. Proportion of patients with a history of hypertension and levels of serum STAT3 and VEG-
FA in the poor prognosis group were higher than those in the good prognosis group,and the duration of the

disease was longer than that in the good prognosis group,with statistically significant differences (P <C0. 05).
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