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Abstract: Objective To investigate the relationship between serum long non-coding RNA (IncRNA) lung
adenocarcinoma transcript 1 (LUADTI1), vascular endothelium-associated IncRNA (IncRNA VEALZ2) levels
and degree of diabetic retinopathy (DR) in patients with type 2 diabetes mellitus (T2DM). Methods A total
of 182 T2DM patients combined with DR treated in the Department of Endocrinology of the First Hospital of
Lanzhou University from January 2022 to March 2024 were selected as the study group,including 95 patients
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with nonproliferative DR (nonproliferative DR group) and 87 patients with proliferative DR (proliferative DR
group) ,meanwhile 96 T2DM patients without DR treated in the First Hospital of Lanzhou University during
the same period were selected as the T2DM group,and 74 healthy people who had physical examination in the
First Hospital of Lanzhou University during the same period were selected as the control group. General data
and serum biochemical indexes of all study subjects were collected and compared. Real-time fluorescence quan-
titative PCR (qRT-PCR) was used to detect the relative expression levels of serum IncRNA LUADT1 and In-
cRNA VEAL2. Pearson's correlation was used to analyze the correlation between IncRNA LUADT1 level and
IncRNA VEAL?2 level in proliferative DR patients with T2DM. Multivariate Logistic regression was used to
analyze the influencing factors of the occurrence of hyperplasia in DR patients with T2DM. Receiver operating
characteristic (ROC) curve analysis was performed to evaluate the diagnostic value of serum IncRNA LU-
ADT1 and IncRNA VEALZ2 on the occurrence of hyperplasia in DR patients with T2DM. Results
IncRNA LUADTI1 and IncRNA VEAL?2 levels in the study group were significantly lower than those in the
control group and the T2DM group, while the serum IncRNA LUADTI and IncRNA VEALZ2 levels in the

T2DM group were significantly lower than those in the control group,and the differences were statistically

The serum

significant (P<C0. 05). The duration of diabetes mellitus in the proliferative DR group was significantly longer
than that in the nonproliferative DR group,and the levels of LDL-C and HDL-C were significantly higher than
those in the nonproliferative DR group,while the levels of IncRNA LUADTI1 and IncRNA VEAL2 were sig-
nificantly lower than those in the nonproliferative DR group, with statistically significant differences (P <<
0.05). The results of the Pearson's correlation analysis showed a positive correlation between serum IncRNA
LUADT]I level and IncRNA VEAL2 level in proliferative DR patients with T2DM (r =0. 438, P <0. 001).
The results of multivariate Logistic regression analysis showed that elevated levels of serum IncRNA LU-
ADT1 and IncRNA VEAL2 were protective factors for the development of hyperplasia in T2DM patients with
DR (P<C0. 05). The results of ROC curve analysis showed that the areas under the curve (AUC) for the de-
velopment of hyperplasia in patients with T2DM combined with DR diagnosed by serum IncRNA LUADTI1
and IncRNA VEALZ2 alone were respectively 0.806 and 0. 814, with optimal cutoff values of 0. 63 and 0. 67,
respectively;the AUC of serum IncRNA LUADT1 and IncRNA VEAL2 combined to diagnose the occurrence
of hyperplasia in T2DM patients with DR was 0. 896, which was significantly higher than the AUC of the both
indicators alone (Z ., combined-incrna Luaprts = 2. 2503 P =0. 0245 Z .y combined- nckNAInekNA vEAL2 — 2. 092, P =0, 036). Con-
clusion Serum IncRNA LUADTI1 and IncRNA VEALZ2 levels are significantly lower in T2DM patients with
DR,and the levels of both indicators are lower in the proliferative DR group. Serum IncRNA LUADT1 com-
bined with IncRNA VEAL2 has high diagnostic efficacy for detection of the occurrence of hyperplasia in
T2DM patients with DR.
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B 1 514

IncRNA LUADT1

IncRNA VEAL2

U6 5'-GCTTCGGCAGCATATACTAAAAT-3'

5-TTTCCGTTCAGCAAATCCACAC-3'

5'-AACCCCATATGAAGCATGCT-3'

5-TTAGGTCCAGCACTGTTATCCA-3'
5'-AACAGCTTCCAGGTCACACA-3’

5'-CGCTTCACGAATTTGCGTGTCAT-3'
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