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EFAGITFELNA =6.183,P=0.013); MimA L F CDCA5 mRNA S 2 & MBEEERES FAEAERA
48.94% & F CDCA5 mRNA & & ik Wi & 549 81.40% , £ F A%t F &L (X" =10.325,P=0.001), A
2022 % miR-103a-3p & A XM &% A H W& S5 T miR-103a-3p & & & M 5 & & (Log-rank X* =3.762,P <
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Abstract : Objective  To investigate the levels and clinical significance of miR-103a-3p and cell division cy-
cle related protein 5 (CDCA5) mRNA in lung cancer tissues. Methods A total of 90 patients with lung cancer
admitted to the hospital from October 2016 to September 2019 were selected as the research objects. The mR-
NA levels of miR-103a-3p and CDCAS in lung cancer tissues and adjacent tissues were detected by real-time
fluorescent quantitative reverse transcription polymerase chain reaction. Pearson correlation was used to ana-
lyze the correlation between miR-103a-3p levels and CDCA5 mRNA levels in lung cancer tissues. StarBase
website was used to analyze the targeting relationship between miR-103a-3p and CDCA5 mRNA. Survival a-
nalysis was performed using the K-M curve. Multivariate Cox regression analysis was used to analyze the in-
fluencing factors of 5-year mortality in patients with lung cancer after surgery. Results The level of miR-
103a-3p in lung cancer tissues was lower than that in adjacent tissues, Pearson correlation analysis showed that

the level of CDCA5 mRNA was higher than that in adjacent tissues,and the differences were statistically sig-
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nificant (P<C0. 05). miR-103a-3p and CDCA5 mRNA had a targeting relationship in lung cancer tissues,Pear-
son correlation analysis showed that the levels of miR-103a-3p and CDCA5 mRNA in lung cancer tissues were
negatively correlated (r =—0. 458, P <0. 001). The proportions of low expression of miR-103a-3p and high
expression of CDCA5 mRNA in lung cancer tissues of patients with TNM stage [l ,poorly differentiated, dis-
tant metastasis,and pleural invasion were lower than those of patients with TNM stage [ — I[ , moderately
and highly differentiated,no distant metastasis,and no pleural invasion,and the differences were statistically
significant (P <C0. 05). During the 5-year follow-up,58 patients survived and 32 died. The level of miR-103a-3p
in lung cancer tissues of survival lung cancer patients was higher than that in dead lung cancer patients,and
the level of CDCA5 mRNA was lower than that in dead lung cancer patients,and the differences were statisti-
cally significant (P<C0. 05). The 5-year survival rate of lung cancer tissues of lung cancer patients with high
expression of miR-103a-3p was 77. 27 % , which was higher than 52.17% of lung cancer patients with low ex-
pression,and the difference was statistically significant (X*=6.183,P =0.013). The 5-year survival rate of in
lung cancer tissues of lung cancer patients with high CDCA5 mRNA expression was 48. 94 % , which was lower
than 81.40% of in lung cancer tissues of lung cancer patients with low CDCA5 mRNA expression,and the
difference was statistically significant (X* =10, 325, P =0. 001). The survival curve of lung cancer patients
with high miR-103a-3p expression was higher than that of patients with low miR-103a-3p expression (Log-
rank X*=3. 762, P <C0. 001). The survival curve of lung cancer tissues of lung cancer patients with CDCAS5
mRNA high expression was lower than that of CDCA5 mRNA low expression lung cancer patients (LLog-rank
X*=3.561,P<C0.001). Cox regression analysis showed that the increased level of CDCA5 mRNA was an in-
dependent risk factor for 5-year death in lung cancer tissues of patients with lung cancer after surgery (P <C
0. 05). The increased level of miR-103a-3p was an independent protective factor for 5-year death in patients
with lung cancer after surgery (P <C0. 05). Conclusion The level of miR-103a-3p is lower and CDCA5 mRNA
level is higher in lung cancer tissues. The levels of miR-103a-3p and CDCA5 mRNA in lung cancer tissues
were negatively correlated, that is,the lower the level of miR-103a-3p,the higher the CDCA5 mRNA level,and
the higher the risk of death in patients with lung cancer after surgery.
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