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NA.STAT3 mRNA &k K-F Eifl, 548 &2 Thl/Th2 %% k4 A48 AH % ,STAT1 mRNA . STAT3 mR-
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CARAS 9 e o T A &4 .

LHEIE AR K ez A dE; STATL; STAT3; Thl/Th2; Fizhak; 4 wiHa

th B % 4y %S R765. 21;R725. 6;R446. 1 XEkFRERD : A XEHRS :1672-9455(2025)20-2808-06

Expression levels and clinical significance of STAT1 and STAT3 in peripheral blood mononuclear
cells of children with allergic rhinitis asthma syndrome”
JIANG Xiaoyu .ZHAO Xiaomin” ,SHAN Kaili \GUO Cuicui
Department of Pediatric , Handan Central Hospital s Handan s Hebei ;056400 ,China
Abstract: Objective To investigate expressions and clinical significance of STAT1 and STATS3 in periph-
eral blood mononuclear cells of of children with allergic rhinitis asthma syndrome (CARAS). Methods A to-
tal of 80 children with CARAS who were admitted to Handan Central Hospital were selected from March 2021
to March 2023 were selected as the CARAS group,80 children with allergic rhinitis (AR) as AR group,and 80
children with bronchial asthma (BA) as BA group,additionally, 80 healthy children who underwent physical
examinations in Handan Central Hospital during the same period were selected as the healthy control group.
Expression levels of STAT]I mRNA and STAT3 mRNA, pulmonary function indicators [ forced vital capacity
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(FVC), forced expiratory volume in one second (FEV,), peak expiratory flow (PEF) to predicted value
(PEF %pred) ,FEV, /FVC],level of helper T lymphocyte 1 (Thl) and helper T lymphocyte 2 (Th2) cell in
peripheral blood,and Thl/Th2 in the 4 groups were detected and compared. Pearson correlation analysis was
used to analyze the correlation between the expression levels of STAT1 mRNA,STAT3 mRNA in CARAS
children and lung function related indicators as well as Th1l,Th2 levels and Th1/Th2. Multivariate Logistic re-
gression was used to analyze the influencing factors of CARAS occurrence. The receiver operating characteris-
tic (ROC) curve was drawn to analyze the diagnostic value of STATI mRNA and STAT3 mRNA for CARAS
children. Results The expression levels of STAT1 mRNA and STAT3 mRNA in CARAS group,BA group,
and AR group were higher than those in the control group,moreover,the expression levels of STATI mRNA
and STAT3 mRNA in CARAS group and BA group were higher than those in AR group,and the expression
levels of STATI mRNA and STAT3 mRNA in CARAS group were higher than those in BA group,with sta-
tistically significant differences (P<C0. 05). The level of Thl and Thl1/Th2 in the CARAS group,BA group
and AR group were lower than those in the healthy control group,while the Th2 cell level was higher than
that in the healthy control group,and the differences were statistically significant (P <Z0. 05) ;the Thl cell lev-
el and Th1/Th2 in the CARAS group and BA group were lower than those in the AR group, while the Th2
level was higher than that in the RA group,and the differences were statistically significant (P <C0. 05) ; the
Thl cell level and Th1/Th2 in CARAS group were lower than those in the BA group,while the Th2 cell level
was higher than that in the BA group,and the differences were statistically significant (P <C0. 05). FEV,,
FEV,/FVC and PEF% pred in the CARAS group, BA group and AR group were lower than those in the
healthy control group,moreover,FEV, ,FEV,/FVC and PEF %pred in the CARAS group and BA group were
lower than those in AR group,and the differences were statistically significant (P <C0. 05). Pearson correlation
analysis results showed that expression levels of STAT1 mRNA and STAT3 mRNA in CARAS children were
negatively correlated with Thl cell level, Th1/Th2,FEV,,FEV,/FVC and PEF (P <{0. 05),and positively
correlated with Th2 cell level (P <C0. 05). Multivariate Logistic regression analysis showed that elevated ex-
pression levels of STAT1 mRNA and STAT3 mRNA were risk factors for the occurrence of CARAS (P <C0.
05). ROC curve analysis showed that the area under the curve of STAT1 combined with STAT3 in the diagno-
sis of CARAS in children was 0. 889, which was significantly higher than 0. 756 and 0. 831 of STAT1 mRN
and STAT3 mRNA alone (P<C0.05). Conclusion The expression levels of STAT1 mRNA and STAT3 mR-
NA in CARAS children are upregulated, which are related to the immune imbalance of Th1/Th2 in peripheral
blood and lung function; STAT1 mRNA and STAT3 mRNA have certain diagnostic value for the occurrence
of CARAS,and the combined detection of the two has a higher diagnostic value,so STATI and STATS3 are ex-
pected to become potential targeted molecular markers for diagnosing CARAS in children.
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mRNA K FH bk B o3 B 9 o3 B B A A L R A
Trizol 71 (pd 50 B U7 A= PR A B2 7)) $2 BUA0 Jifd A2
RNA R 55 S 7 i A 8 4 RNA (cDNA) L P
cDNA SR #4752 I 52 ' o8 1 55 W 4 [ W (qRT-
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NA.STAT3 mRNA Fik/KF & T BA 4. 22784
GiiteE X (P<<0.05), W1,
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