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Abstract: Objective To investigate the role of thrombospondin-1 (THBS1) in regulating the progression
of colorectal cancer (CRC). Methods GEPIA2,TGGA and GTEx databases were used to analyze the relation-
ship between the expression of THBSI in CRC and immune infiltration. According to different transfection
methods, HCTS8 cells were divided into the negative control group transfected with negative control small in-
terfering RNA (siRNA,siNC group) , the knockdown group 1 transfected with THBS1 siRNA-1 (siTHBSI1-1
group) .and the knockdown group 2 transfected with THBS1 siRNA-2 (siTHBS1-2 group). The expression of
THBSI1 was detected by real-time fluorescent quantitative polymerase chain reaction and western blotting. Tr-
answell and 5-acetylene-2'-deoxyuridine experiments were used to verify the effect of THBS1 on the migra-

tion,invasion and proliferation of HCTS8 cells. Multiple immunofluorescence staining was used to verify the
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The results of GEPIA2
database analysis showed that the median expression level of THBS1 message RNA (mRNA) in CRC tissues

expression of THBSI in tumor tissues and adjacent tissues of CRC patients. Results

was lower than that in normal tissues. The results of TIMER2. 0 online platform analysis showed that the ex-
pression levels of THBSI gene in cancer tissues of patients with colon adenocarcinoma,esophageal cancer and
bladder urothelial cancer were lower than those in adjacent tissues,and the differences were statistically signif-
icant (P<C0. 05) ,and the expression level of THBSI1 gene in cancer tissues of patients with rectal adenocarci-
noma had a trend of lower than that in adjacent tissues. At the same time, the results of GEPIA2 website com-
bined with GTEx database analysis showed that the expression levels of THBSI mRNA in cancer tissues of
patients with adrenocortical carcinoma,ovarian cancer,colon adenocarcinoma and rectal adenocarcinoma were
lower than those in adjacent tissues,and the differences were statistically significant (P <C0. 05). The results
of TIMERZ2. 0 online platform showed that the expression level of THBS1 mRNA in patients with colon ade-
nocarcinoma was positively correlated with the infiltration level of CD8" T cells, macrophages/monocytes,
neutrophils and myeloid dendritic cells (P<C0. 05). The number of migrating and invading cells in siTHBSI-1
group and siTHBS1-2 group were more than those in siNC group,and the proliferative cell rate was higher
than that in siNC group,and the differences were statistically significant (P<C0. 05). The histological score of
CRC cancer tissues was lower than that of adjacent tissues,and the difference was statistically significant (P =

0.023). Conclusion THBSI is expressed at low levels in colorectal cancer,and its knockdown can promote the

migration,invasion,and proliferation of colorectal cancer cells.
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(ACC) | JB5 Bt JR i I Fz & (BLCA) | 2 1 P 3L 3R 9
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Diagnostic value of serum CD24 mRNA,G-17 and Leptin in early gastric cancer
and their relationship with pathological features”
ZHANG Xiaoli' \CHEN Shu®,XIE Batubaiyin™
1. Department o f Oncology s Inner Mongolia Autonomous Region People’s Hospital s Hohhot
Inner Mongolia 010010,China ;2. Department of Interventional Radiology s Inner Mongolia
Hospital s Peking University Cancer Hospital s Hohhot s Inner Mongolia 010020,China ;
3. Department of Abdominal Surgery ,Inner Mongolia Hospital , Peking University
Cancer Hospital , Hohhot , Inner Mongolia 010020,China

Abstract:Objective To analyze the diagnostic value of serum leukocyte differentiation antigen 24 (CD24)
message RNA (mRNA),gastrin-17 (G-17) and Leptin in early gastric cancer and their relationship with path-
ological features. Methods A total of 53 patients with early gastric cancer admitted to the Inner Mongolia Au-
tonomous Region People’s Hospital from January 2021 to January 2023 were selected as the gastric cancer
group,and 53 patients with benign gastric tumors admitted to the Inner Mongolia Autonomous Region People’
s Hospital during the same period were selected as the benign lesion group. The serum levels of CD24 mRNA,
G-17 and Leptin were compared between the two groups,and the serum levels of CD24 mRNA,G-17 and Lep-
tin in early gastric cancer patients with different pathological characteristics were compared. Receiver operat-
ing characteristic (ROC) curve was used to analyze the diagnostic value of serum CD24 mRNA,G-17 and Lep-
tin in early gastric cancer. Results The serum levels of CD24 mRNA,G-17 and Leptin in the gastric cancer

group were higher than those in the benign lesion group,and the differences were statistically significant (P <<
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