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Abstract: Objective To detect G6PD gene mutations in children with G6PD/6-phosphogluconate dehy-
drogenase (G6PD/6PGD) ratio close to 1. 1 by PCR combined with reverse dot blot hybridization (PCR-
RDB). Methods The data of 200 children who were admitted to Dongguan Children's Hospital Affiliated to
Guangdong Medical University from August 2019 to November 2024 were collected. The results of G6PD/
6PGD ratio method and PCR-RDB were compared. The diagnostic value of G6PD/6PGD ratio method and
PCR-RDB method for G6PD deficiency was analyzed by diagnostic four-fold table. Results The results of
G6PD/6PGD ratio method showed that 64 out of 200 patients were positive and 136 were negative. PCR-RDB
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detection results showed that 167 cases of gene mutations were detected in 200 patients,and 33 cases of gene

mutations were not detected. Among the 167 gene mutations, 28 were homozygous mutations in males and 139

were heterozygous mutations in females. A total of 7 gene mutation sites were detected,including 62 cases of
G1388A,45 cases of G1376T,27 cases of A95G,19 cases of G871A,11 cases of C1024T,2 cases of G392T and
1 case of C1387T. The sensitivity, specificity and accuracy of G6PD/6PGD ratio method were 100. 00%,
95.77% and 96. 45% respectively. The sensitivity, specificity and accuracy of PCR-RDB were 100. 00%,
23.23% and 45. 33% respectively. Conclusion The G6PD/6PGD ratio method and PCR-RDB technology can
be used for gene mutation detection of G6PD deficiency,especially for the negative population of G6PD/6PGD

ratio screening and female mutation carriers, which can effectively improve the detection rate of patients and

provide help for the prevention and health management of G6PD deficiency.
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ZEESREBEREZEME miR-125b 1 miR-183 KFERE=NX"

REPE HBELE O LE R E R EAH
T EBATHAARER: 1. B=H:2. ;3. 5 EFH, TRHK 053200

i ZE:BHH KT eF miR-125b 2 miR-183 EXF B RHEMN(OP) B H P oy K-FRIEREL, FiE #R
2022 4 A £ 2024 F 1 AZmelaey 136 Bl 25 OP 35464 OP 40, 5 £ B E B £ L R AR A 69 155 )4 B
EHFEANIT B, KRR A B RS AR BT A B R AT R f A miR-125b A2 miR-183 K+, K A B F A
(BMD) e Bt B 30 & AR L, BMD., K A @48 52 % 8 ik 4] e 3 B siobe B 82 B8 (BALP) LB 45 % (BGP) | |
A AT A R B A% AT AR (P T NP) B R 45 7% 45 71 (B-CTX) K F, KA Pearson #8% 5 ¥ % 4 OP & # /& miR-
125b = miR-183 K -F 5 BMD. B R i#54r09 X, KA % AKX Logistic @BASHEF OP L AW Ha A
., R OP 4% 853 1a <30 min #4) & T3 B4 (P<0.05), OP 4 f#F miR-125b f2 miR-183 /&K
P& TFAEA, £EFHH %L FEL(P<<0.05, OP A% FH BMD, &4 L, _,BMD & BGP.P [ NP & 4% F
st &40, BALP Fo B-CTX K-F & T4, 2 F 3 A %35 E L (P<0.05), Pearson XS HLERZF. % F
OP & % f2 7% miR-125b ## miR-183 &K F 5 & & 31 BMD. &4 L, ,BMD & BGP.P[ NP &K -F £ i 48 % (P <<
0.05),5 BALP.B-CTX K-F ZEA % (P<C0.05). % B % Logistic @244 %R 25,k BGP.P I NP K
Tt &A% F OP A A&y BH & (P<0.05) .4 B i 3) & /] <30 min & miR-125b, miR-183 . BALP,3-CTX
KRFFIFZHAZEF OP L AW EKREZ(P<0.05, £i® foF miR-125b f» miR-183 5% 4 OP £% BMD.®
RBFIAFHALEAERE, L5 EF OP WA LR £,
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Levels and significance of serum miR-125b and miR-183 in elderly patients with osteoporosis”
ZHAO Jianfeng' .YANG Shuanggui' \WANG Yan',HAN Quan' ,\WANG Jing”,LI Huiling’
1. The Second Department of Orthopedics ;2. Department of Dialysis ;3. Department of Critical Care
Medicine sthe Sizxth People’s Hospital of Hengshui City s Hengshui , Hebei 053200 ,China

Abstract: Objective To investigate the serum levels and clinical significance of miR-125b and miR-183 in
elderly patients with osteoporosis (OP). Methods A total of 136 elderly patients with OP admitted to this
hospital from April 2022 to January 2024 were selected as the OP group,and 155 healthy elderly people who
underwent physical examination in this hospital during the same period were selected as the control group.
The serum miR-125b and miR-183 levels were detected by polymerase chain reaction. Bone mineral density
(BMD) of femoral neck and lumbar spine L, _, was detected by bone mineral density meter. The serum bone
alkaline phosphatase (BALP) ,osteocalcin (BGP),N-terminal propeptide of type [ procollagen (P I NP) and
B-collagen special sequence (B-CTX) levels were detected by electrochemiluminescence. Pearson correlation
was used to analyze the correlation of serum miR-125b and miR-183 levels with BMD and bone metabolism in-
dexes in elderly OP patients. Multivariate Logistic regression was used to analyze the influencing factors of OP
in the elderly. Results The proportion of daily exercise time <30 min in OP group was higher than that in
control group (P<C0.05). The serum miR-125b and miR-183 levels in the OP group were significantly higher
than those in the control group,and the differences were all statistically significant (P <Z0. 05). The BMD of
femoral neck and lumbar spine L, , ,as well as BGP and P [ NP levels in OP group were significantly lower
than those in control group,and the BALP and B-CTX levels were significantly higher than those in control
group,and the differences were all statistically significant (P <C0. 05). Pearson correlation analysis showed

that serum miR-125b and miR-183 levels in elderly OP patients were negatively correlated with femoral neck

x  EEETE L RS TR0 H (20240653) .
PEE B RO, 55, Rl T AE 00, 32 N SR TT 1] i 5T
S| g RS A XS, EWF, 55, B AF B BB A S 38 MLV miR-125b Al miR-183 7K ¥ R & [T ], Ka 3 BE 2 5 Ik K . 2025, 22(23) : 3243-
3247.



