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Abstract: Objective To analyze the distribution of thalassemia genotypes in Southeast Hubei, study the
correlation between red blood cell analysis parameters and thalassemia genotypes,and assist in the diagnosis of
thalassemia genotypes. Methods The YN-H96 automatic nucleicacid molecular hybridization instrument and
the thalassemia gene detection kit of Yaneng Biosciences were used to detect the subtypes of the thalassemia
patients. Sysmex XN-9000 automatic blood cytometer and its supporting reagents analyze the relevant parame-
ters of patients’ red blood cells,and SPSS19. 0 and GraphPad Prism 6 software were used for statistical analy-
sis. Results A total of 103 cases of thalassemia gene carriers were detected, of which 59 were o thalassemia
genes. The positive rates of —""/aa (Southeast Asian type) and -a”’/aa (« was missing on the right) were
higher in a thalassemia genes. 3 thalassemia genes was positive in 42 cases,and the positive rates of 654M
(C—~T) and 41-42M (-TTCT) were higher. One case of aff complex thalassemia genotype had 4. 2 heterozy-

gous deletion and 654M heterozygous mutation. One case of a deletion compound a mutation was 3. 7 deletion
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compound CSM mutation. Compared with non-thalassemia gene carriers, the alpha thalassemia gene carriers
had statistical differences in RBC,MCV,MCH,MCHC(P <C0. 05). Compared with non-thalassemia gene carri-
ers,the B thalassemia gene carriers showed statistical differences in data such as MCV,MCH, MCHC, RDW-
CV(P <C0.05). There were statistically significant differences in RBC, HCT, HGB, MCHC, RDW-CV,RET

between a thalassemia gene carriers and B thalassemia gene carriers (P <C0. 05). Conclusion

The red blood

cell analysis parameters RBC, HCT, HGB, MCV, MCH, MCHC, RDW-CV,RET can effectively assist in the

differential diagnosis of the subtypes of thalassemia genes.
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