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Abstract: Three-motif protein family (TRIM),as an important E3 ubiquitin ligase,is widely involved in
the host antiviral immune response. Through its unique RBCC domain, TRIM proteins play an important role
in many biological processes such as antiviral,cell signaling,immune regulation and so on. This review discus-
ses the important functions of TRIM protein in antiviral therapy through mechanisms such as ubiquitination,
immune signaling pathway regulation and autophagy,and discusses the impact of viral escape mechanism on
TRIM protein as a drug target,and proposes possible optimization directions, providing new ideas and refer-
ences for the clinical application of TRIM protein as an antiviral target and drug development.
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