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Abstract: Objective To explore the shunt diagnostic application of DNA ploidy analysis and HPV E6/E7
mRNA detection in the patients with cervical high-risk human papillomavirus (HR-HPV) infection, and to
compare the diagnostic efficiency of the two methods in cervical lesions of different grades. Methods A retro-

spective analysis was conducted on the clinical data of 580 patients with HPV infection admitted and treated in
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this hospital from December 2022 to December 2024. The positive rates of HPV E6/E7 mRNA detection and
DNA ploidy analysis in different cervical tissue pathological grades were analyzed. Taking the cervical tissue
pathological examination as the gold standard, the diagnostic efficiencies of DNA ploidy analysis and HPV E6/
E7 mRNA detection in cervical lesions was analyzed and compared. Results All 580 patients tested positive in
the initial screening via HR-HPV genotyping. The results of histopathological detection showed that among
the 580 patients, 291 cases (50.17%) had inflammation or simple HPV infection, 206 cases (35.52%) had
low-grade squamous intraepithelial lesion (LSIL) ,and 83 cases (14.31%) had high-grade squamous intraepi-
thelial lesion (HSIL) + cervical cancer. The results of DNA ploidy analysis showed that among the 580 pa-
tients,459 cases (79.14%) were positive,the positive rate of DNA ploidy analysis in the patients with inflam-
mation or simple HPV infection was 74. 91% (218/291) ,which in LSIL patients was 83.01% (171/206) ,and
which in HSIL-+ cervical cancer patients was 84. 34 % (70/83). In the patients with different tissue pathologi-
cal grades,the positive rate of DNA ploidy analysis showed the progressive increase trend with the increase of
cervical lesion severity (X%.,,=28.364,P ,oq= 0.004). The results of HPV E6/E7 mRNA showed that among
the 580 patients,401 cases (69. 14 %) were positive, the positive rate of HPV E6/E7 mRNA detection in the
patients with inflammation or simple HPV infection was 47. 08% (137/291), which in LSIL patients was
89.81% (185/206) ,and which in HSIL- cervical cancer patients was 95.18% (79/83). In the patients with
different tissue pathological grades, the positive rate of HPV E6/E7 mRNA showed the gradual increasing
trend with the severity of cervical lesions (X, =104. 776, P ...<< 0. 001). In the patients with inflammation
or simple HPV infection,the positive rate of DNA ploidy analysis was significantly higher than that of HPV
E6/E7 mRNA detection (P<C0.001);in LSIL and HSIL + cervical cancer patients,the positive rate of HPV
E6/E7 mRNA detection were significantly higher than that of DNA ploidy analysis (P<C0. 05). The sensitivi-
ty»specificity, positive predictive value and negative predictive value of HPV E6/E7 mRNA detection were all
higher than those of DNA ploidy analysis (P<C0. 05). The consistency test results showed that the consistency
between DNA ploidy analysis and histopathological examination results was poor (Kappa=0. 085, P <C0. 05),
while the HPV E6/E7 mRNA detection had the moderate accordance with histopathological examination re-
sults (Kappa=0. 442, P<C0. 05). Conclusion HPV E6/E7 mRNA detection has the higher diagnostic efficien-
cy in the shunt of the patients with cervical HR-HPV infection, could effectively distinguish the transient in-
fection from persistent carcinogenic risk and reduce the excessive diagnosis and treatment.
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Predictive value of serum MMP-13 and CTHRCI for postoperative delayed fracture
healing of osteoporotic vertebral compression fracture”
FENG Yumin,ZHANG Weidong ., ZHANG Guoping ,LIU Tingting
The First Department of OrthopedicssLouliang First People’s Hospital s Loliang s Shanxi 033000 ,China

Abstract: Objective To investigate the predictive value of serum matrix metalloproteinase-13 (MMP-13)
and collagen triple helix repeat-containing protein-1 (CTHRC1) for postoperative delayed fracture healing in
the patients with osteoporotic vertebral compression fracture (OVCF). Methods A total of 124 patients with
OVCF admitted and treated in this hospital from September 2020 to March 2022 were selected as the research
subjects and divided into the healing group and non-healing group according to the fracture healing status in
postoperative three months. The serum MMP-13 and CTHRCI1 levels, bone mineral density (BMD) T-score,
vertebral function,injured vertebral anterior edge lost height and local kyphotic Cobb angle were compared be-
tween the two groups. The Pearson correlation was used to analyze the correlation between serum MMP-13
and CTHRCI levels in the healing group,as well as their correlations with BMD T-score and vertebral func-
tion-related indicators. The multivariate Logistic regression was used to analyze the influencing factors of de-
layed fracture healing in OVCF patients after surgery. The receiver operating characteristic (ROC) curve was
drawn to analyze the predictive value of serum MMP-13 and CTHRCI for delayed fracture healing in OVCF
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