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# E.BR Wi aFkedEs S RNA(UncRNA) MIR155HG, # > RNA-802(miR-802) B8 A4l 2+ §
B(GOME BB TGEHTMMNL, FixE RB 2019 F 4 A £ 2021 % 10 BiZRHK %4 106 4 GC &%
YA GCA 80 #l R HEREZMARME R, 5L F R I % Bl a3 4 Rk ml X a9 82 #) 4 k& R H1F
AT, KEGCEBHFHALTH, REGCHBEIM . H GC EE 0 AAKRCLEEHM(N) fotk & 4544
AN _,), REIFHEFTER.BGCCEE) AL FARLTH, LA LHERT TR EZE SR E K
M HTA % 3K # fF IneRNA MIR155HG, miR-802 /K -F, K A Pearson 48 % 4 #7 GC % & f iF IncRNA
MIR155HG &K F 5 fiF miR-802 K-Fagtak ik, KA % W % Logistic @A 54 GCHELEH B HmE &,
58] %K TAESAE(ROC) W & 547 GC %% fiF IncRNA MIR155HG . miR-802 ¢k &, 25 45 4 4 F 0 M 48,
FRA CoxmPapt#wm GC BHME 0 H &, 44 Kaplan-Meier £ H W & 5 # GC & & & 7F IncRNA
MIR155HG . miR-802 5 /G #* %4, HR LB aibs ,GC A, BB § B4 a% IncRNA MIRIS5HG &
FH &, miR-802 K P HBIk, ZFH A LT FENL(P<0.05); 5 B HFHBAKE, GC 4 fiF IncRNA
MIR155HG K FH &, miR-802 K-F Ak, £ F 3 A % it ¥ & L (P<0.05), Pearson A S LR R +,GC
#H fhF IncRNA MIRISS5HG & F 5 & % miR-802 K F 2 fi 48 % (r =—0. 685, P <<0. 05), IncRNA
MIR155HG 5 miR-802 A A4 F e bii s, 1064 GC X P, RO L HBAR 47 6, O LB HH
594, 5 RAMELEESMILE KO LA 0 IncRNA MIRIS5HG K F 75, f27F miR-802 K F AL, £
FH AR FEL(P<0.05), % HAZE Logistic @A5 4R I+, 0F IncRNA MIRIS5HG K -F 7+ & £ GC
MBS LR R Z(P<0.05), f27F miR-802 K-FFHFHZ GCHELHESGKY B L (P<0.05, ROC
W& SN ERE T, E IncRNA MIRIS5HG . miR-802 &K F # 1k % B2 A Tl GC #h B & 450 W & T @4
(AUC) %% 4 0.864.0.834.0. 938, —F B A M e AUC 1 B X T 2% IncRNA MIR155HG ., miR-802 £ 7%
Fm g AUC(Z=2.522.3.290,3 P<<0.05), 3 FHMH LRI T, AHMA 50 L=HA 316, 5E4F4
iz, TNM 28 11+ IV & W B iF IncRNA MIR155HG K -F 4t %, f2 % miR-802 /K -F BA&, £ 73
A %3 % F L (P<0.05), Kaplan-Meier & # ¥ & 5 #7 4 & 2 7, IncRNA MIRI55HG 4% & ik 28 4 7 W & 4L
F & &k 4 (Logrank X* =4, 285, P =0. 038); miR-802 & & ik 40 & # w4 & 48 T 4k & i% 48 (Log-rank X° =
9.424,P=0.002); TNM % %1 -F A28 & A v & 4 T o B 4 (Log-rank X* =8. 706, P =0. 003), Cox & )2 % #
R BT IncRNA MIR155HG K-FH#4 35 TNM o8+ V42 GC B F e 2% B & (P<0.05), 6
& miR-802 K FH#AZ A GC BERLTHARPEZ(P<0.05), &it GC &# i IncRNA MIRIS5HG &K F
I+ & . miR-802 K -FHAK, L = F AN GCHELEHB LA — T ML, THAH GC Hh e Z 4 TSR
AR,
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RNA (IncRNA) MIR155HG and microRNA-802 (miR-802) for lymph node metastasis and prognosis in gas-
tric cancer (GC). Methods A total of 106 patients with GC and 80 patients with benign gastric admitted to
the Hospital from April 2019 to October 2021 were selected as the GC group and benign gastric disease group
respectively, meanwhile,82 healthy volunteers who underwent health examinations at the same hospital during
the same period were selected as the control group. Baseline data of GC patients were collected. Based on path-
ological staging,GC patients were categorized into non-lymph node metastasis group (N;) and lymph node
metastasis group (N,_;). According to the 3-year follow-up results, GC patients were divided into survival
group and mortality group. Real-time fluorescent quantitative reverse transcription polymerase chain reaction
was used to detect serum IncRNA MIR155HG and miR-802 levels in all subjects. Pearson correlation analysis
was performed to assess the relationship between serum IncRNA MIR155HG level and miR-802 level in GC
patients. Multivariate Logistic regression analysis was conducted to identify factors influencing lymph node
metastasis in GC patients. Receiver operating characteristic (ROC) curves were plotted to evaluate the predic-
tive value of serum IncRNA MIR155HG and miR-802 for lymph node metastasis in GC patients. Cox regres-
sion analysis was performed to identify factors affecting prognosis in GC patients. Kaplan-Meier survival
curves were constructed to analyze the relationship between serum IncRNA MIR155HG . miR-802 levels and
prognosis in GC patients. Results Compared with the control group,serum IncRNA MIR155HG levels were
elevated and miR-802 levels were decreased in both the GC group and the benign benign gastric disease group,
with statistically significant differences (P<Z0. 05). Compared with the benign benign gastric disease group,
serum IncRNA MIR155HG levels were elevated and miR-802 levels were decreased in the GC group,with sta-
tistically significant differences (P<C0. 05). Pearson correlation analysis result revealed a negative correlation
between serum IncRNA MIR155HG level and serum miR-802 level in GC patients (+ = —0. 685, P<0. 05).
IncRNA MIR155HG and miR-802 share specific binding sites. Among 106 GC patients, 47 belonged to the
non-lymph node metastasis group and 59 to the lymph node metastasis group. Compared with the non-lymph
node metastasis group,serum IncRNA MIR155HG level increased in the lymph node metastasis group,and se-
rum miR-802 level decreased,with statistically significant differences (P<C0. 05). Multivariate Logistic regres-
sion analysis results showed that elevated serum IncRNA MIR155HG level was a risk factor for lymph node
metastasis in GC (P<C0. 05) ,while elevated serum miR-802 level was a protective factor for lymph node me-
tastasis (P<C0.05). ROC curve analysis results revealed that the areas under the curves (AUCs) of serum In-
cRNA MIR155HG, miR-802 alone and in combination for predicting lymph node metastasis were 0. 864,0. 834
and 0. 938 respectively,and the combined AUC of both indicators for predicting lymph node metastasis was
significantly larger than that of serum IncRNA MIR155HG or miR-802 alone (Z =2, 522, 3. 290, both P <<
0.05). Three-year follow-up results revealed 75 patients in the survival group and 31 in the mortality group.
Compared with the survival group,the mortality group exhibited a higher proportion of TNM stage [l + IV
disease,elevated serum IncRNA MIR155HG level and decreased serum miR-802 level, with statistically signif-
icant differences (P<C0. 05). Kaplan-Meier survival curve analysis results revealed that the survival curve of
the low-expression group of IncRNA MIR155HG was superior to that of the high-expression group (Log-rank
X*=4.285,P=0.038) ;the survival curve of the high-expression group of miR-802 was superior to that of the
low-expression group (Log-rank X* =19.424, P=0. 002) ; the survival curve for the early TNM stage group
was superior to that of the advanced stage group (Log-rank X*=28. 706, P =0. 003). Cox regression analysis
results revealed that elevated serum IncRNA MIR155HG level and TNM stage [ + IV were risk factors for
mortality in GC patients (P<Z0. 05) ,while elevated serum miR-802 level was a protective factor for mortality
(P<C0.05). Conclusion Serum IncRNA MIR155HG level is increased in GC patients, while miR-802 level is
decreased,and the combined prediction of both indicators demonstrates significant value in predicting lymph
node metastasis in GC patients, serving as predictive indicators for lymph node metastasis and prognosis in
GC.
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it 25 PET S . miR-802 7E £ i i 98g 40 4 RN 40 i
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miR-802 ] 3 4 % 7] 4 1 RAB23 #H GC 1y B 1k
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M GC 8 I 3E IncRNA MIR155HG . miR-802 7K
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1.1 — %R $EH 2019 4F 4 H & 2021 4F 10 A4
BEWSIR i) 106 1] GC B FAE A GC 41,80 fil R % 15 9%
BN R AL, 5 18 5 1) 0 A AR B i 2o i B 1
oY 82 ol fat e AR JE A VE X R4l . GC 41 62
B 44 B AW 45~T73 B SEEI(61.524+7.13) %
RIPEB LA E 50 6], & 30 f AR 47~72 % F 1
(61.3747.26) % ; X A B 41§, &£ 41 ], 4F i
45~75 % SEHJ(61.834+7.56) %, 3 HEN AR T
B ESY LG % E X (P>0.05) , AW, B
B2 EH B H R E S G A W 50 2 B SR
ARG A A e B F S B RS A (F LS.
2019-K-026) ,

GCHP AR (D FFECHEIZIT T (2018
AEREO T GC Y AR IS Wi bk i, HL 4 R 5 9 B
LW E B R2 s ()RR =18 2 L HI IR ¥R 5E
B (DGC WKL, GC 4L HEB R (1) £F H A %
PR (2) 1 GC iR AS (' B AR L H &
i PR o (e B B L K A AT A 5 0 BT 9T 45 1
(14 7 i BB 5 (3) Ak 0 i LA A
FEE R 5 (4) 6 SR IR 2 HT L R S AT A Ak Y 5l A
BFFEA.

HEEERANARRE. (DL EERERZ IR

x1

PEER A R EH G BRSO 4
#%=>18 %, H A 5CIG IR 7k, KM E 9 4 HEBR A
YE - (L) FE B 308 0 A PR B GC 988 i 28 . 40 i 20 B
B NIREAE 5 (2) A I Hofth 2R 0 M IR 5 (3D FE ™ 0
G B B A 2 T R 5 (4D R LA R A2 4
HiBFAR.

Xof BEZH A A b5 U . (1) 48 7R B it B 1A A B A L
Jiti JJFF LB 4 R e ) R B IR R L AR AR TS AR 8 T S
B3 (2) 0 H AP IR Ko s, B4 H SR A i S
TREE P AS IE 5 (AR =18 %, H B A 5¢ 8 Ifs IR 7%
b X RRALHEBR AR E . (DA B BB CnE R g .
SRS B AT Al A IR e s s (2O A AR R SR
95 B P SR e P G 5 (3) SR I T AT A TR A

sFARE,
1.2 ik
1.2.1 VRN BB H 7 I R G UE

GC B E WS 2k kL, A 48 R e R A2 (<4 em, =4
em) VTNM 23 8170 C T + 11088, T+ IV #) . 43 1k 72
N bR e AR ) 5

1.2.2 I IncRNA MIR155HG, miR-802 7K 3 45
W R ABLR H (8RR & R Y K s 7
kil 3 mL,# & 30 min J5, A 3 000 r/min(F4%:10
em) B0 10 min, B EIE W P H & T 20 CHH
B R AR I, B TRIzol 32 M IMLYE KE & v 43 25 9
FEHUE RNA LR LA T A0 R A BR 2 7] 1 I
SR & (95 EZB-miRT4-S) ¥ RNA 25 5% 1%
HAM DNA (cDNA) ., T SYBR Green ¥ 7 55 B %¢
6 I S R A W BE I N (qQRT-PCR) AL # _1  5E
M7 IncRNA MIR155HG , miR-802 [ F kK. FF
Helwiys ¥ m BigE TAYERER AR RIS
GHGLL U6 hIN S, N R R (20 pL) B 4F. 2 X
SYBR Green qPCR Master Mix 10 pL, 1E [7] = [A] 51
P (10 pmol/1) 4% 0.4 pl,cDNA ¥t 2 pL, &5 H
JC RNase K #ME 2 20 pl., qRT-PCR ¥4 F2 7% &
R .95 CHIASHE 5 min, 95 “CASPE 15 5,60 “CiE &/
FEAH A5 s, 3 40 DMEIR . A PR 19 BT 45 L
FE AT 3 W3 WCOFE. R 2 LR
i IncRNA MIR155HG , miR-802 M AH % ik, H
EEIFH IR 1,

5141 ¥ 5

FEH EM5I#HG —3D

K58 (5" —3")

IncRNA MIR155HG

GGCTCTAATGGTGGCACAAAC

ACAGCATACAGCCTACAGCA

miR-802 GGACCACCGCTCGCTCATCGCTAA TCGCGTTACTATATGCCAAGCCCTAG
GAPDH CCTGGTATGACAACGAATTTG CAGTGAGGGTCTCTCTCTTCC
U6 ACCCATGGCGCCCAAATTGATTCCC ATCGCTAGTCTGTTATTCCAAGTTG

1.2.3 AWMEE¥a0 dEdEwE w84 E
(https://guolab, wchscu. en/IncRNASNP # 1 /) X

IncRNA MIR155HG 5 miR-802 2 [a] 14 45 & v 45 i
friim .,
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1.2.4 WREEEHRIPAL SKord]l  WRHE B A5 5
R W B Fe GC Mg B AR v O GC IR # 0 N
TR ELGEFE RS 40 (N R EL S5 R F8 40 (N, ) o

1.2.5 WKV &ad  RARIETT2 R L0
GC BHFEHAT M 3 FM RGPV, 2 3 M H —Ik,
B 17 Y 2 5 S 0F R 4 R BE T B8 1 R ks TR R 2024
AE 10 B, MHRRETT I GC B A A2 0 o 4y
RAEAFLFIAET 4 .

1.3 Siitephbs SR SPSS 22. 0 883t h k471 %k
WAL B S G0 . FF A IR T = 5 Dl +
s RN L2 LA FL R I ST RE AR ¢ K5, 2 4 A) b g
K B R 7 2240 8. £ 4l e itk — 2 R e g R
SNK-q #: %, R JH Pearson #H 3¢ 0 GC H & M i
IncRNA MIR155HG 7K ¥ 5 Il ¥ miR-802 7K ~F 1) 4
XM, RFZHE Logistic MIHAT GC WM 455 #
M2 R 2, 241238 & TAERE (ROC) H £ 43 #r
GC B # 1% IncRNA MIR155HG ., miR-802 %f GC
TR O 25 2 B i TR AN 8 i 2R T TR (AUCO) Hedse %
Delong # % . >R Cox HIH Hr M GC B4 WG
MRZE, 2% Kaplan-Meier 4 F i &0t GC B &
3% IncRNA MIR155HG . miR-802 7K F 5 i J5 Y 3¢
. UP<0.05 AESAZITFEX.

2 % e

2.1 GCAH.RMEMAS XA IncRNA
MIR155HG, miR-802 7K *F [ & 3 Il % IncRNA
MIR155HG . miR-802 /K ¥ b 55, 25 57 ¥ St it 2% 3
M (P<C0.05); 5 X 4L L #¢, GC 41 B M B e 4l 1
7 IncRNA MIR155HG 7K F &, ML 7% miR-802 7K
FRRAR, 22 F A G2 E L (P<<0.05); 5 RYEE K
HIL#, GC A 1% IncRNA MIR155HG K F 7 & .
IML9H miR-802 7K ~F-FEAR, 22 S WA it % 3 X (P<<
0.05), WFk2,

2.2 GC BFIM IncRNA MIR155HG 7K F 5 i i
miR-802 /K By AH &M Pearson A 36 70 ¥ 45 3 T
~,GC B # M7 IncRNA MIRI55HG /KF 5 i 1§

miR-802 7K & A 56 (r =—0. 685, P <C0.05),
x2 GCAH.REBRASXBABREMSE IncRNA
MIR155HG  ,miR-802 7K FE L8 (= +5)

28 51 n IncRNA MIR155HG miR-802

Xf B 20 82 1.05+0.11 1.0440.11
REERA 80 1.5840. 16° 0.7140.08"
GCH 106 2.1340. 22% 0.4940.05%
F 889. 568 1061. 698
P <<0. 001 <<0. 001

T 50 R AR, P<C0. 05545 B MR8 41 e # L " P <C0. 05,

2.3 IncRNA MIR155HG 5 miR-802 (¥ a] )¢ &
ZBARFEAR . IncRNA MIR155HG 5 miR-802 f£7E
PR AS . WK T,

miR-802 3' UGUUCCUACUUAGAAACAAUGAC 5

L

IncRNA MIR155HG 5' CAGUGUAUG - AUGCCUGUUACUA 3'
B 1 IncRNA MIR155HG 5 miR-802 By ¥R &5 & i &=

2.4 B EEEE RS A5 Tk B 5 5 B A I R W R HE
106 6l GC B, Tk 5 R 41 47 B, ik
ELZE R A 59 B, 5 0k LS5 55 RS 4 L A, ik B
GEREF A I IncRNA MIR155HG 7K F 5 2 7+ 5 L i
H miR-802 KV FHMEM, ZRHAEHRIT¥E X
(P<C0.05) ;{H 2 M5 AR s e K42 . TNM 43
W R R A, 22 Y RS L (P =>0.05),
L3R 3,

2.5 Z KK Logistic HIH4H GC ik L4575 1 52
M2 DL GC HE I B 45 5 B 1 00 o R A% B CF ik
OEi#H =1, T E %% =0, L% IncRNA
MIR155HG . miR-802 7K ¥k H A8 & (¥4 S MAED
1T 2 HE Logistic FIIH4Hr, 4R ER, MIF In-
cRNA MIR155HG 7KFF 5 2 GC ik 2 45 5 7% 1) 1
Bo PRI 25 (P <<0. 05) , IiL3E miR-802 7K F+ 55 & GC ik
BB R IR R R (P <0.05), WL 4,

x3 HEERBEEXTHEEEBHIGRZIREER (%) v £5]

S ED) 51 Jih 98 fe R A% Cem)

215 n
<60 =60 5 i <4 =4

TMEEEBA 47 20(42.55) 27(57.45) 26(55. 32) 21(44. 68) 24(51.06) 23(48.94)
WE SR A 59 18(30.51) 41(69.49) 36(61.02) 23(38.98) 22(37.29) 37(62.71)
X%/ 1. 650 0. 350 2.021
P 0.199 0.554 0.155

TNM 431 Rt &l IncRNA
Bl n — N miR-802

T+ 114 I+ IV ] T/ iaeld MIR155HG

TMEEEBA 47 32(68.09) 15(31.91) 26(55. 32) 21(44. 68) 1.9840. 20 0.54+0.08
WE SR A 59 30(50. 85) 29(49.15) 25(42.37) 34(57.63) 2.2540.23 0.4540.06
Vaue! 3.202 1.756 6.357 6.618
P 0.074 0.185 <0.001 <0.001
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x4 ZEE Logistic BIIFSN#H GC EELEREEEBNEZMEASE
K% B SE WaldX® P OR OR 1y 95%CI
IncRNA MIR155HG 0.382 0.126 9.185 0.002 1. 465 1.144~1.875
miR-802 —0.413 0.170 5. 887 0.015 0.662 0.474~0. 924
W HOR 4. 681 0. 842 32. 883 <<0. 001 0. 009 —
T — RoR B .

2.6 I3 IncRNA MIR155HG, miR-802 %f GC [
GERERS T AN (A MR 2. 5 s Z I & Logistic A4
SHTEE R AT AL KA MW IncRNA MIR155HG .,
miR-802 X & Tl Y AL A, Logit (P ) = 0.382X
X pernea stissn — 0. 413X X e —4. 681, LI GC Ik E2
SHBENCEROSGEE=1, Tk S HE=0N
KRB A, L GC B #F % IncRNA MIR155HG,
miR-802 A A B A P AR Y Ay K6 56 A8 1, 22 il ROC
Mgk, 04 B 8o, M IncRNA MIR155HG,
miR-802 Al K e 4 Tl GC k8556 82 (1) AUC 4y
Sk 0. 864.0. 834.,0.938, —FHBEA M Y AUC B

WK F M IncRNA MIR155HG, miR-802 Bt 75 1]
B AUC(Z=2.522.3.290,% P<<0.05), W5,
2.7 ARG GC BEMIHIKFE R LI Frfi GC
B S BE DT L BTN 100, 00%, 3 4F Bl 1 45 S
o AEAFAE 75 B IET- A A 31 6L 3 AR B AR
R 70.75% . FETAL EARLLPE B AR RS R d R AR
SRR MBI R, Z R LRI R
X(P>0.05) ; SAEAAH LK SET-4 TNM 43 [ +
IV (5 b & i3 IncRNA MIR155HG 7K FH &, 1L i
miR-802 AKF-FEAL, 22 F A Giit 22 & L (P<<0.05),
WL 6.

x5 I % IncRNA MIR155HG . miR-802 X GC BH B EEB MM E
iR RBUE ) FEREO  BEERWE AUC AUC 1 95%CI EAREE L P
IncRNA MIR155HG 77.97 85.11 2.12 0. 864 0.783~0.922 0.631 0.012
miR-802 74.88 79.85 0.47 0.834 0.749~0. 899 0.537 0.001
ZHBE 84.75 89. 36 0.28 0.938 0.874~0.976 0. 741 <0.05

*6 AEWE GC BEMEKT BB (%) 5]

AL } AR (%) 51 i 98 e KA Cem) TNM 43

<60 =60 i % <4 =4 T+ M+ 1V
Exei| 75 34(45.33)  41(54.67) 47(62.67)  28(37.33) 43(57.33)  32(42.67) 19(65.33)  26(34.67)
YET 4 31 12(38.71)  19(61.29) 15(48.39)  16(51.61) 22(70.97)  9(29.03) 13(41.94)  18(58.06)
X%/t 0.392 1. 842 1.719 4,946
P 0.531 0.175 0. 190 0.026

SRR UNBEE 7
2451 n IncRNA MIR155HG miR-802
/oA (A A T

Eyei| 75 40(53.33) 35(46. 67) 38(50.67) 37(49.33) 2.0240. 21 0.52+0.06
FET 31 11(35. 48) 20(64. 52) 21(67.74) 10(32. 26) 2.3140. 24 0.4540.05
X/t 2.799 2.591 —6. 200 5.722
P 0.094 0.107 <20. 001 <20. 001

2.8 [filiF IncRNA MIR155HG . miR-802 } TNM 4%
W5 GCEREWTFEMER LUNA GC BEAIME In-
cRNA MIR155HG , miR-802 7K - ¥4 {8 M s 5 A&, ¢
GC # # 4> & IncRNA MIR155HG ik 3 ik 4 (<
2.13,50 ) A ik 4l (=2. 13,56 #i) . miR-802 ik
IR (<20, 49,54 i) FgE Rk 4 (=0. 49,52 i) ;
A TNM 2 Wbs i GC BE A AR WACT + 10
Wi.62 ) S MW H M+ IV, 44 F]), IncRNA
MIRI55HG {23540 3 4E M EAE %0 80. 00% (40/

50) . & T RIB4H M 62.50%(35/56) . 5 A G it
B X (P<C0.05);miR-802 ik KL 4l 3 - MALFEN
57.41%(31/50) AR T = RIKAL MY 84. 62% (44/52),
EREG I E L (P<T0.05); TNM 43 1 54 41 &
H3AEEAEAE RN 82, 26% (51/62) , i T MW 4 Y
54.55%0 (24/44), Z R A it % E L (P <<0. 05),
Kaplan-Meier 4= 77 I & 43 #7 45 B B /R, IncRNA
MIR155HG R 3% 5 4 AE 77 i 2 T R 35 4 (Log-
rank X*=4.285,P=0.038) ; miR-802 /& 7% ik 41 4= 1%
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il 2 i T 1% 38 i85 4 (Logrank X° = 9. 424, P =
0.002) s TNM 4391 5 109 41 28 7 il A0 T 0 91 20 (Log-
rank X*=8.706,P=0.003)., WK 2~14.

1.0
0.8F _‘-L\_‘_L‘_"I_(D
#0.6F @
R lisd
H
Mo 4t
0.2r HhekiE
DA
QEHA
0.0 . . . .
0.00 10. 00 20. 00 30. 00 40. 00
RFiEl (B)
& 2 AEME IncRNA MIR155HG ik EE GC &
WEHXER

2.9 ZHE Cox MIHAH GC B HIET: 1Y 5 m A
£ UGCHEEMBURHEN FET-=1.E14=0) M4t
R (O R 2S5, LT InecRNA MIR155HG (J5
fHH A .miR-802 (JF{H fis A) & TNM 433 (Il + IV
W=1,1+0M=0kHZH,#HI1TZHE Cox N4
SHT. A5 B R, M3 IncRNA MIR155HG 7K F F+
BLVTNM I+ IV GC BEIET- A fa 16 [ &
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