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BB, KRR R AL AT SR B e CD8' CD25" FoxP3" Treg s, o4k & 40 iF o 46 48 % 35 4= . HBV-
DNA %} £ CD8 CD25 " FoxP3" Treg sl | #h & fo 32 A 45 tm f (PBMO) ¥ Uk 3k 45 % B F P3(FoxP3) mR-
NA K-F A B i & 28 fo A7 (IL)-10,1L-35 . 4 4L &£ K B F (TGF)-Bl K -F. %4 CHB & % 4} & o CD8’
CD25 " FoxP3" Treg ot 55 B 35 4% 48 % 35 4% .HBV-DNA . PBMC % FoxP3 mRNA K-F, A & & IL-10 ., TGF-
BLIL-35 K-FehAn ik, R LHxBa #HHaign, CHB A G ma £ (TBIL) A & | & A KA L4
BEE(ALD AR NARRAAEBBRKTFHN RIS, Z2FA LT FEL(P<0.05), Samaak, %
21 .CHB 284} & fo CD8 " CD25 " FoxP3 " Treg 45 ,PBMC ¥ FoxP3 mRNA K F & & % 11-10, TGF-p1,1L.-35
KEHPRAH. A CHB AN ZH FHFTA, 2ZF A%+ F &L (P<0.05), CHB &% 4 A 2 CDS™ CD25 "
FoxP3" Treg w45 PBMC ¥ FoxP3 mRNA &, f i 1L-10, TGF-81 & 11.-35 K F3§ 2 EA48 % (r=0. 568,
0.537.0.377.0.484,P<C0.05); CHB % % 4} & £ CD8" CD25" FoxP3" Treg 4 5 TBIL.HBV-DNA,ALT
KF 2 EAE(r=0.536.0.570,0.443,P<0.05), £ A& CD8 CD25" FoxP3" Treg Wl 4t & 7T 4t
CHB &% EmA EERPLET TZHER.
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Abstract;Objective To investigate the change and clinical significance of CD8" CD25 " FoxP3" regulatory
T cell (Treg) ratio in peripheral blood of patients with chronic hepatitis B (CHB). Methods Selected 28 a-
symptomatic hepatitis B virus (HBV) carriers who were diagnosed and treated in the Department of Infectious
Diseases, Binhai County Second People's Hospital from March to November 2018 as the carrier group,and 28
patients with CHB as the CHB group. At the same time,28 age and sex matched healthy subjects underwent
physical examination were selected as the control group. The CD8" CD25" FoxP3" Treg ratio in peripheral
blood was analyzed by flow cytometry. Compared the liver function-related indicators, HBV-DNA, the periph-
eral blood CD8" CD25 " FoxP3" Treg ratio, the forkhead transcription factor P3 (FoxP3) mRNA level in pe-
ripheral blood mononuclear cells (PBMC) ,and serum interleukin (IL.)-10,11.-35, transforming growth factor
(TGF)-B1 levels. Analyzed the correlation between the CD8" CD25" FoxP3" Treg ratio in peripheral blood of
CHB patients and liver function-related indicators, HBV-DNA, FoxP3 mRNA level in PBMC, and serum IL-
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10, TGF-B1,and IL-35 levels. Results Compared with the control group and carrier group,the total bilirubin
(TBIL) ,direct bilirubin, alanine aminotransferase ( ALT) and aspartate aminotransferase levels in the CHB
group were significantly increased,the differences were statistically significant (P <C0. 05). Compared with the
control group,the peripheral blood CD8" CD25" FoxP3" Treg ratio, FoxP3 mRNA level in PBMC and serum
1L-10, TGF-B1 and IL-35 levels in the carrier group and CHB group increased significantly, and those in the
CHB group were higher than the carrier group,the differences were statistically significant (P <C0. 05). Pe-
ripheral blood CD8 " CD25" FoxP3 " Treg ratio in CHB patients correlated positively with FoxP3 mRNA level
in PBMC, serum 1L-10, TGF-B1 and I1.-35 levels (r=0.568,0. 537,0. 377,0. 484, P<C0. 05). Peripheral blood

CD8 " CD25 " FoxP3" Treg ratio in CHB patients correlated positively with the levels of TBIL, HBV-DNA and

ALT (r=0.536,0.570,0. 443, P <0. 05). Conclusion

The increased CD8" CD25 " FoxP3 " Treg ratio in pe-

ripheral blood of CHB patients may play an important role in the development of the disease.
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P 0.181 0. 867

1.3 ik

1.3.1 JFIhBEMHCHE AR e HBV-DNA fG il R4 3
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GCGTTCTTC-3"; practin I ¥i# 5] ¥ 5'-TGGCAC-
CCAGCACAATGAA-3", F W5l % 5 -CTAAGT-

C 15 min,95 C 15 s,40 MEH,72 C 30 s, 4
2725 AR A FoxP3 mRNA A7 X} #35 KF .
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3mL,1 500 r/min B .> 5 min, IR M. EHF T
—80 “CUKAH , bk o I &2 VRl . F22 15X 390 & 1 B A5 A
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YRR E DhBE R I . T 40 i AR 35 oh RE A 3% 1l
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VE . BRFFE 2B, TGF-B1 Al LA & 34 55 5T 40 g vh
/N RNA {1 32 35 2028 I 4 i T fig . O F o NK 2 g
1 NKG2D/DAP10 fil 2B4/SAP % ik, MTi /v §
HBV 5 £ @ yet' . AR BF 58 % #1. CHB 41 if 3%
TGF-B1 7K1 i & T #5415 41 5 X B4l . H 5 80 4 1l
CD8  CD25" FoxP3™ Treg il 5 1E 40 (r =0. 377,
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IL-12 FKJik . J2& Treg 43 W) E BN AN F 22—,
B R 32 BAE T . 76 2 e PR s s

FH 780 0 s B R Y n] 52 8 PBMIC h TL-35 (1) 3= ik 4
hW%Ib%fr@Wﬂﬁxﬁﬁwm¢Eﬁ%ﬁ
P61 FH o 76 2 0 75 e 6 R e AR o 5% M e I
T 4% AR R B AR R . AR BIR ST & B . 5 0 I 4 A
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N R T LA P e L BE T % I
MBUE A EEE N PR, IL-10 25 HBV
JEYL 1) G BE T 57 10 B2 L T LR X HBV 1 6 338 1 2%
fE 7 BEAGTS . TL-10 a3 #0460 75 09 L HBV 76 1
ffi HBV fE R g & il fn ik, 1L-10 K ¥ 1T+ #
5 HBV 2 1k 7K FIT JIE 58 hi #2545 . A BIF 5T
R, CHB 41 i i TL-10 7K1 B iy T 4% 47 20 Boxh IR
4, I 540 I CD8 CD25 " FoxP3™ Treg 4] 2 iF
A X (r=0.537,P<C0.05),

Zi b fr iR, CHB & b I CD8 ' CD25 " FoxP3 "
Treg W TH . 375 HBV By #2 v Treg #H X%
P8 100 40 R T (110, TGF-81.11-35) | JIF S RE A 3G
F8H5 (TIBL.ALT) }¢ HBV-DNA 2 IEAH &, 45 & i
CD8 " CD25" FoxP3 " Treg Al A1 1 #1l il HLIA X} HBV
() e S5 1 B 928 7 225 il LIS 19 4 8 B IR T 5 AT
S8 HBV ERYL R fr7e . Bk, A CHB 34 4h
JE I CD8 CD25 " FoxP3™ Treg i, 0] fig J& B ¥4 2.
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