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Abstract : Objective
phisms (TagSNPs) in colorectal cancer (CRC) and major histocompatibility complex class [ -related chain A
(MICA) genotyping, and to investigate the feasibility of TagSNPs in MICA for the diagnosis of CRC.
Methods
sporadic CRC. The SNPs were analyzed by automatic analysis system combined with Chromas software. Hap-

To analyze the genetic immune-related factors of tag single nucleotide polymor-

SNPs in the 2—5 exon region of MICA were detected by Sanger sequencing in 104 patients with
loview software was used to identify and analyze TagSNDPs. Results Twenty-nine TagSNPs were screened
from the 2—5 exon region of MICA gene of human major histocompatibility antigen website. After sequen-
cing, Haploview analysis showed that 29 TagSNPs in CRC tissue were located in one block, presenting strong
linkage imbalance. The linkage disequilibrium of 536 healthy control group was slightly lower than that of
CRC group. However, the frontal linkage imbalance of "1 000 Genome Project" was weaker and located in 2
blocks. Further analysis showed that 7 TagSNPs showed critical significant differences between CRC tissue
and healthy control group (P<C0. 1). Conclusion The 7 TagSNPs in the 2—5 exon region of MICA are differ-
ent in CRC tissue and healthy control population,and there is a strong linkage between TagSNPs, indicating
that TagSNPs have the potential of association analysis.
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