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Expression and clinical significance of long non-coding RNA SNHGS3 in liver cancer tissues
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Abstract:Objective To explore the expression and clinical significance of long-chain non-coding RNA
SNHG3 (LncRNA SNHG3) in liver cancer tissues. Methods A total of 94 patients with primary liver cancer
admitted to the hospital from January 2020 to January 2021 were selected. Liver cancer tissues and adjacent
tissues specimens were collected after operation. Using real-time fluorescence quantititative PCR (RT-qPCR)
technology to detect the expression level of LncRNA SNHGS3 in sample tissues,and to analyze the correlations
between the expression level of LncRNA SNHGS3 and the clinical characteristics of the patients. RT-qPCR was
used to detect the expression level of LncRNA SNHGS3 in sample tissues,and the relative expression levels of
LncRNA SNHGS3 in patients with different clinical characteristics were compared. Receiver operating charac-
teristic (ROC) curve was used to analyze the diagnostic value of LncRNA SNHGS3 in liver cancer. Results
The relative expression level of LncRNA SNHGS3 in liver cancer tissues (2. 2330. 94) was significantly higher
than that of adjacent tissues (0.6940.21),and the difference was statistically significant (¢ =15. 502, P <C
0.001). The relative expression of LncRNA SNHGS3 in liver cancer tissues with high AJCC staging and lymph
node metastasis increased significantly (P <C0. 05). The AUC of LncRNA SNHGS3 for the diagnosis of liver
cancer was 0. 803 (95% CI:0.711—0.936), the diagnostic specificity was 82. 61% , and the sensitivity was
89.77%. Conclusion LncRNA SNHG3 expresses highly in liver cancer tissues, which may be related to the
occurrence and progression of liver cancer.
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