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Abstract:Objective To explore the effects of long chain non-coding RNA (IncRNA) microchromosome
maintenance protein 3 associated protein antisense chain 1 (MCM3AP-AS]1) on the proliferation,invasion and
migration of non-small cell lung cancer (NSCLC) cell and its action mechanism. Methods The A549 lung
cancer cell lines were cultured in vitro and divided into the blank control (Control) group, negative control
(NC) group,overexpression MCM3AP-AS1 group and knockout IncRNA MCM3AP-AS]1 (sh-MCM3AP-AS1)
group. In the NC group,the A549 lung cancer cells were transfected by empty plasmid. In the overexpression
MCM3AP-ASI group,overexpression IncRNA MCM3AP-AS] plasmid was used and A549 lung cancer cells
were transfected. In sh-MCM3AP-ASI1 group,IncRNA MCM3AP-AS1 was knocked out by small interference
RNA (siRNA) and A549 lung cancer cells were transfected. The relative expression level of IncRNA
MCM3AP-AS] was detected by real-time PCR. The proliferation of lung cancer cells was detected by CCKS8
assay. Transwell and scratch test were applied to detect the lung cancer cell invasion and migration. Results
Compared with the Control group,the expression level of IncRNA MCM3AP-AS1, lung cancer cell invasion
and migration and proliferation in the NC group had no significant change (P > 0. 05). The IncRNA
MCM3AP-AS] expression level,lung cancer cell invasion and migration and proliferation in the overexpression
MCM3AP-AS] group were significantly increased (P <C0. 05), while the IncRNA MCM3AP-AS1 expression
level, lung cancer cell invasion and migration and proliferation in the sh-MCM3AP-AS1 group were signifi-
cantly weakened (P <C0. 05). Conclusion The over-expressing the IncRNA MCM3AP-ASI1 level in NSCLC
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cells can promote the proliferation,invasion and migration of lung cancer cells, knocking down the expression
level of IncRNA MCM3AP-ASIT in NSCLC cells can inhibit the proliferation, invasion and migration of the

lung cancer cells.
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