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Abstract : Objective
(VEGF) , carbohydrate antigen 153 (CA153) in the diagnosis of breast cancer. Methods

with breast cancer in the hospital from June 2018 to November 2020 were selected as the observation group,

To investigate the value of serum cystatin C (Cys-C), endothelial cell growth factor
A total of 74 patients

and 74 healthy subjects in the same period were selected as the control group. The levels of serum Cys-C,
VEGF and CA153 were compared between the two groups, the levels of serum Cys-C, VEGF and CA153 in
breast cancer patients with different TNM stages were compared, and the detection rates of serum Cys-C,
VEGF and CA153 were compared between single detection and combined detection. The correlation between
serum Levels of Cys-C, VEGF, CA153 and TNM stage was analyzed. Results
VEGF and CA153 in observation group were higher than those in control group (P <C0. 05). The levels of Ser-
um Cys-C, VEGF and CA153 in TNM | — || patients were lower than those in TNM [ — [V patients (P <C
0.05). The combined detection rate of the three indicators was 90. 54 % , which was higher than that of the sin-
gle detection (P <C0. 05). Pearson correlation analysis showed that serum Cys-C (r=0. 598), VEGF (r =
0.623), CA153 (r=0. 619) were positively correlated with TNM stage of breast cancer (P <C0. 05).
Conclusion The serum levels of Cys-C, VEGF and CA153 in breast cancer patients are higher than those in

The levels of serum Cys-C,

healthy women,and are significantly correlated with TNM stage. The combined detection rate of the three in-
dicators is higher, which could provide a reference for clinical breast cancer screening.
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