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Diagnostic value of miRNA in triple negative breast cancer:a Meta-analysis
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Abstract : Objective
cancer (TNBC). Methods Relevant databases were searched: Wanfang database (Wanfang), CNKI database
(CNKD , VIP database,SinoMed, PubMed, Web of Science, Embase and Cochrane Library. From the establish-
ment of the database to June 29,2021, the literatures related to the application of miRNA in the diagnosis of

To evaluate the diagnostic value of microRNA (miRNA )in triple negative breast

breast cancer were summarized and statistically analyzed. Results A total of 7 literatures including 9 studies
were included in this study, according to Meta-analysis, the diagnostic ratio of miRNA detection combined
with DOR ,area under the curve and Q index of summary receiver operating characteristic curve were 46. 40
(95%CI:13.08 — 164. 66),0. 945 8,0. 885 0, respectively; The combination sensitivity was 0.86(95%CI ;
0.81 — 0. 91), specificity was 0. 86(95% CI:0. 82 — 0. 89), positive likelihood ratio was 4.65(95% CI :
2.75 — 7.86) ,negative likelihood ratio was 0. 15(95%CI :0.06 — 0. 35). Conclusion miRNA testing can im-
prove the early diagnostic efficiency of TNBC and has a better application prospect than existing tumor mark-
ers. However,a lot of clinical validation is needed before practical application.
triple negative breast cancer; Meta-analysis
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SHAHEEN 2020 MEHHE NTNBC  37/9/0/25  miR-155 % qRT-PCR 10
hsa-miR-126-5p, hsa-miR-144-5p, hsa-miR-
KAHRAMAN 2018 frates) Normal 20/5/1/16  144-3p, hsa-miR-301a-3p, hsa-miR-126-3p, 41l ~ gRT-PCR 10
hsa-miR-101-3p, hsa-miR-664b-5p
OZAWA  2020™ Ep§  NTNBC  12/4/3/12  miR-150-5p Mm%  qRT-PCR 10
RAZAVIYAN 2018 e Normal 15/2/5/18  miR-3182 4141 RT-PCR 10
THAKUR 2016 EEE Normal 23/0/0/85  miR-21.miR-221 .miR-210 i gRT-PCR 10
THAKUR 2016/ B Normal 23/0/0/85  miR-221 41 qRT-PCR 10
ADAM-ARTIGUES 2021"%)  P§BE4  Normal 26/8/15/32  miR-30b-5p {41 oRT-PCR 10
ADAM-ARTIGUES 20212 P§8fF  Normal 9/23/4/60  miR-30b-5p 2 qRT-PCR 10
TAHA 20201 B35 NTNBC  23/9/2/36  miR-141-3p. miR-181bl-5p. miR-23b-3p ZH41  gRT-PCR 10

T : NTNBC x4 = B FLAR &  Normal F/R 5 A Bfsa.b.c.d 3B mR TP FP.FN,TN,
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