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Abstract : Objective To explore the relationship between methylenetetrahydrofolate reductase (MTHFR)
gene C677T polymorphism with serum homocysteine (Hcy) and blood lipid levels in the patients with H-type
hypertension in Suqian area. Methods A total of 404 patients with H-type hypertension in this hospital from
January 2018 to December 2019 were selected. Serum Hcy, total cholesterol (TC), triglyceride (TG), high
density lipoprotein cholesterol (HDL-C) and low density lipoprotein cholesterol (LDL-C) were detected. Pre-
served 2 mL of whole blood for detecting MTHFR genotype,and the statistical software was used to analyze
the results. Results The serum Hcy level in the patients with TT genotype of MTHFR gene C677T was sig-
nificantly higher than that in the patients with CT and CC genotypes (P<C0. 05),whereas there was no statis-
tically significant difference in serum Hcy level between the patients with CT genotype and the patients with
CC genotype (P >>0.05). There was no statistically significant difference in serum TC, TG, HDL-C and LLDL-
C levels between the patients with TT genotype with the patients with CT and CC genotypes(P >>0. 05). The
stratification analysis was performed on all ages (<65 years old and == 65 years old) and gender, the serum
Hcy level in the patients with TT genotype was statistically significant difference compared with that in the
patients with CT and CC genotypes (P<C0. 05). In the comparison of serum TC, TG, HDL-C and LDL-C level
among different ages(<(65 years old and = 65 years old) and different sexes of the patients,the HDL-C level
only had statistical difference between the patients with TT genotype aged = 65 years old and the patients
with CT and CC genotypes (P <C0. 05). Conclusion The MTHFR gene C677T polymorphism in the patients with
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H-type hypertension is significantly correlated with serum Hcy level, meanwhile in the population aged —= 65 years
old, MTHFR gene C677T polymorphism is related with serum HDL-C level and has no relation with the TC, TG and

LDL-C levels.
Key words: H-type hypertension;
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