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Clinical value of serum miR-29a and miR-200b expression levels in predicting
the prognosis of triple-negative breast cancer patients
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Abstract ; Objective To investigate the clinical value of serum microRNA-29a (miR-29a) and microRNA-
200b (miR-200b) expression levels in predicting the prognosis of triple-negative breast cancer patients. Meth-
ods A total of 98 female patients who were diagnosed with triple-negative breast cancer and underwent radi-
cal mastectomy in the hospital from January 2017 to January 2018 were selected as the breast cancer group. A
total of 65 female patients who underwent resection of benign breast lumps in the hospital during the same pe-
riod were selected as the benign breast lump group. Serum miR-29a and miR-200b expression levels in the two
groups were detected by real-time quantitative PCR. The changes of serum miR-29a and miR-200b expression
levels in the two groups before and after surgery were observed,and the relationship between serum miR-29a
and miR-200b expression levels before surgery in triple-negative breast cancer patients with clinical indicators
and prognosis was analyzed. The efficacy of serum miR-29a and miR-200b expression levels before surgery in
predicting the prognosis of triple-negative breast cancer was evaluated, and the correlation between serum
miR-29a and miR-200b expression levels before surgery in triple-negative breast cancer patients was analyzed.
Results Compared with the benign breast lump group,the serum miR-29a expression level before surgery in
the breast cancer group was significantly increased, and the miR-200b expression level was significantly de-
creased, the differences were statistically significant (P<C0. 05). In the breast cancer group,the expression lev-

el of serum miR-29a after surgery was lower than that before surgery,and the expression level of serum miR-
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200b was higher than that before surgery,and the differences were statistically significant (P <C0. 05). There
were significant differences in the expression levels of serum miR-29a and miR-200b before surgery among pa-
tients with different tumor maximum diameters, pathological grades, clinical stages and with or without lymph
node metastasis (P <0. 05). The expression level of serum miR-29a before surgery in the poor prognosis
group was significantly higher than that in the good prognosis group,and the expression level of miR-200b be-
fore surgery was significantly lower than that in the good prognosis group,and the differences were statistical-
ly significant (P<C0. 05). The combined detection of serum miR-29a and miR-200b before surgery had a sensi-
tivity of 93. 9% ,a specificity of 81.5% and an area under the curve of 0. 917 for predicting the prognosis of
triple-negative breast cancer, which was higher than those of miR-29a and miR-200b alone. The expression lev-
el of serum miR-29a before surgery in triple-negative breast cancer patients was negatively correlated with the
expression level of miR-200b (»=—0. 687, P<C0. 05). Conclusion Serum miR-29a and miR-200b are involved
in the occurrence and development of triple-negative breast cancer,and are related to the prognosis of patients.

They could be used for prognosis prediction and expected to become new targets for clinical diagnosis and

treatment of triple-negative breast cancer.
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