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BEMEH AL, R CHF 4 LVEDD & IncRNA MALATI1 & -F & F2F 848 (P <<0. 05),LVEF % miR-
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Abstract:Objective To investigate the levels of long non-coding RNA (IncRNA) metastasis-associated
lung adenocarcinoma transcript 1 (MALATI1) and microRNA-203 (miR-203) in the serum of patients with
chronic heart failure (CHF) and their clinical significance. Methods A total of 68 CHF patients admitted to
the Second People’s Hospital of Yichang/the Second People's Hospital of China Three Gorges University
from May 2018 to February 2020 were selected as the CHF group,and 70 patients with healthy physical exam-
ination during the same period were selected as the control group. The general information of the two groups
and the adverse prognosis of the patients after 1 year of follow-up were collected, the levels of serum IncRNA

MALATI1 and miR-203 in the two groups were detected with RT-qPCR method, the correlation between ser-
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um IncRNA MALATI1.miR-203 and left ventricular ejection fraction (LVEF) and left ventricular end diastolic
diameter (LVEDD) in CHF patients was analyzed with Pearson method,and the relationship between serum
IncRNA MALATI,miR-203 levels and the prognosis of CHF patients was analyzed. Results The LVEDD
and level of IncRNA MALATTI in the CHF group were higher than those in the control group (P<Z0. 05) ,and
the LVEF and level of miR-203 were lower than those in the control group (P<C0. 05) ;there was a statistical-
ly significant difference in serum IncRNA MALATI and miR-203 levels in patients with different cardiac func-
tion classes (P <C0. 05). The level of serum IncRNA MALATI in CHF patients negatively correlated with
LVEF (r=—0.526,P<C0.001) and positively correlated with LVEDD (+=0. 475, P <C0. 001) , the level of se-
rum miR-203 positively correlated with LVEF (r=0. 481, P<C0. 001) and negatively correlated with LVEDD
(r=—0.463,P <C0.001). The incidence of poor prognosis in the IncRNA MAILATI1 high expression group
was higher than that in the IncRNA MALATI low expression group (P<C0. 05),and the incidence of poor
prognosis in the miR-203 low expression group was higher than that in the miR-203 high expression group
(P<C0.05). Conclusion Serum IncRNA MALATTI is high in CHF patients,and miR-203 is low. The levels of

both are related to the heart function and poor prognosis of patients,and may become potential markers for

prognostic evaluation of CHF patients.
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hns BRI R X CHF 912 Wi Fia o7 & A Bk e (1
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(x+s,kg/m") [n (Y] [n (Y] (@£s, %) (x+s,mm)

CHF # 68 24.03+5. 22 37(54.41) 33(48.53) 47.83+8.16 51.28+3.94
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1l 4% 23 1.9240.53" 0.62+0.17°
V& 19 2.2340.61" 0.41+0.16™
F 10. 222 44,144

P <0. 001 <<0. 001

T 5O0IMAENH I LA L. P<<0.05; 5.0 IE 2 1 HAH
. " P<<0. 05,

x5 CHF ##& M5 IncRNA MALAT1 miR-203 7k
5 LVEF.LVEDD # %44

LVEF LVEDD
L7
r P r P
IncRNA MALATI1 —0.526 <C0.001 0.475  <C0.001
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