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Expression of IncRNA DILC in peripheral blood monocytes in patients with
schizophrenia and its correlation analysis with inflammatory factors”
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Abstract: Objective To investigate the expression of long non-coding RNA DILC (IncRNA DILC) in pe-
ripheral blood monocytes in patients with schizophrenia,and to evaluate the potential application value of In-
cRNA DILC as a biomarker for schizophrenia. Methods From January 2019 to December 2020,76 primary
schizophrenia patients admitted to Shanghai Pudong Mental Health Center were selected as schizophrenia
group.and 76 healthy subjects were selected as control group during the same period. The relative expression
levels of IncRNA DILC in peripheral blood monocytes in the two groups were detected by real-time fluores-
cent quantitative PCR,and the levels of inflammatory factors (C-reactive protein,interleukin-6 and tumor nec-
rosis factor-a) were determined. The diagnostic value of IncRNA DILC as a biomarker of schizophrenia was e-
valuated by receiver operating characteristic (ROC) curve, while the correlation of IncRNA DILC with positive
and negative symptom scale (PANSS) and inflammatory factors were analyzed by Pearson correlation analy-
sis. Results The relative expression of IncRNA DILC in peripheral blood monocytes of schizophrenia group
was higher than that of control group (P<C0.001). ROC curve analysis showed that IncRNA DILC had good
diagnostic value for schizophrenia(the area under the curve was 0.899,P<C0. 001). Pearson correlation analy-
sis showed that IncRNA DILC expression was significantly positively correlated with PANSS, CRP, I1.-6 and
TNF-a (all P<<0.001). Conclusion LncRNA DILC in peripheral blood monocytes expressed highly in prima-
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ry schizophrenia,which has high diagnostic efficacy for schizophrenia and may may be involved in the occur-

rence of schizophrenia by regulating inflammatory factors.
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