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Screening platinum resistance genes in ovarian cancer based on ceRNA network and its clinical verification
MA Wenjuan .SU Qi*
Department of Pharmacy , Northwest Women's and Children’s Hospital s Xi'an sShaanxi 710061 ,China

Abstract : Objective To explore the screening of platinum drugs resistance related genes in ovarian cancer
by competitive endogenous RNA (ceRNA) network,and to conduct the clinical verification. Methods The o-
varian cancer long-chain noncoding RNA (IncRNA) was retrieved from PubMed database,and the platinum
resistant ceRNA regulatory network in ovarian cancer was constructed. Sixty-four patients with platinum re-
sistant ovarian cancer in Northwest Women's and Children’s Hospital from April 2018 to April 2020 were col-
lected as the drug-resistant group. In addition, 64 patients with platinum sensitive ovarian cancer during the
same period were included as the control group. The expression level of IncRNA in cancer tissues were detec-
ted by fluorescence quantitative PCR, and the judgment value of IncRNA in platinum drug resistance and
prognosis of the patients were analyzed. Results The subcellular localization analysis showed that 6 IncRNA
were located in the cytoplasm,in which HOX transcribed antisense RNA(HOTAIR) and Y-frame protein 2
(SOX2) were the key ceRNA. IncRNA HOTAIR with miRNA(miR-519d, miR-148b-3p) and mRNA (XIAP,
OCT4) constituted the ceRNA regulatory network,and the IncRNA SOX2 with miRNA (miR-302,miR-429,
miR-140-3p) and mRNA (EGFR.,ABHD2) constituted ceRNA. The cancer tissue IncRNA HOTAIR and In-
cRNA SOX2 levels in the drug-resistant group were 2. 7240. 58 and 1. 4530. 37 respectively, which were sig-
nificantly higher than 1.92240. 49 and 1. 2640. 40 in the control group,and the differences were statistically
significant (P<C0. 05). The receiver operating characteristic(ROC) curve analysis showed that the IncRNA
HOTAIR and IncRNA SOX2 had high value to judge platinum resistance of ovarian cancer (AUC=0. 813,
0.775,P<C0.05). The one year progression {ree survival (PFS) rate in the patients with high expression of IncRNA
HOTAIR and IncRNA SOX2 were 65.2% and 65. 0% respectively, which were significantly lower than 83. 1% and
80. 9% in the patients with low expression (Log-rank X*=5.501,4. 054, P<C0. 05). Conclusion The ceRNA net-
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work is helpful to screen platinum drug resistance related genes in ovarian cancer. IncRNA HOTAIR and In-

cRNA SOX2 relate to platinum drug resistance and prognosis of ovarian cancer.
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coding RNA
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