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Identification and molecular characterization analysisof Brucella strains
isolated from human in Jiangxi province’
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Abstract: Objective To identify and type Brucella isolated from Jiangxi Province in recent years,and at
the same time, detect the rpoB gene and analyze the genetic polymorphism. Methods The isolated strains
were identified by BCSP31-PCR.,the type of Brucella was analyzed by AMOS-PCR,and the rpoB gene was de-
tected by ordinary PCR,the PCR amplification products of rpoB gene were sequenced and the MEGAG6. 0 soft-
ware was used for its polymorphism analysis. Results All 32 strains of Brucella were identified as Brucella
melitensis. The sequence analysis of the PCR amplification products of the rpoB gene showed that the rpoB
gene of Brucella melitensis had high homology. Conclusion The Brucella species infected by humans in Jian-
gxi Province in recent years were all Brucella melitensis,and the rpoB gene of the human-infected Brucella
melitensis in recent years was highly homologous.
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