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Abstract:Objective To investigate the clinical value of serum hepatitis B virus pregenomic RNA(HBV
pgRNA) in the treatment of chronic hepatitis B (CHB) patients with nucleoside analogues. Methods 167 pa-
tients with CHB treated in Eighth Hospital of Xi'an from January 2018 to January 2021 were selected as the
research objects. All CHB patients continued to receive nucleoside analogues for 12 months. Serum HBV
pgRNA was detected by real-time fluorescence quantitative polymerase chain reaction. Multivariate logistic re-
gression was used to analyze the affecting factors of nucleoside analogues treatment effect in CHB,and the re-
ceiver operating characteristic curve (ROC curve) was drawn to analyze the value of HBV pgRNA in predic-
ting the treatment effect of nucleoside analogues. Results After 12 months of nucleoside analogues therapy,
42 CHB patients (25. 15%) received non-response and 125 CHB patients (74. 85%) received response. The
proportion of hepatitis B virus E antigen (HBeAg) positive, HBV DNA load and HBV pgRNA level in CHB
non-responsive patients were higher than those in CHB responsive patients, while the CD4" /CD8" level was
lower than that in CHB responsive patients,the differences were statistically significant (P <Z0. 05). Multivari-
ate logistic regression analysis showed that HBeAg status (OR =3. 849) , HBV DNA load (OR =2. 789) and
HBV pgRNA (OR =4.016) were the affecting factors of nucleoside analogues treatment effect on CHB (P <<

0. 05). ROC curve analysis showed that the area under the curve,sensitivity,specificity, Youden index and the
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best cutoff point of serum HBV pgRNA in predicting the effect of nucleoside analogues in the treatment of
CHB were 0. 855 (95%CI :0.792—0.905),64.29%,95.20% ,0. 595 and 5. 54 lg copy/mlL., respectively. Con-
clusion The expression level of serum HBV pgRNA is related to the viral response of patients with CHB

treated with nucleoside analogues. Detection of serum HBV pgRNA level is helpful to predict the effect of nu-

cleoside analogues on CHB treatment.
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CD8" (z+5,%) 42.30+£7.72 40.6546. 59 1.343 0.181
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