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Serotype., a-like protein gene and pilus islands gene characteristics of colonization and invasive
infection strains of neonatal group B streptococci”
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1. Department of Clinical Laboratory ,Guiping People’s Hospital .Guigang Guangxi 537200 ,China ;
2. Department of Prevention and Health ,Liuzhou Maternal and Child Health Hospital ,
Liuzhou ,Guangxi 545001 ,China
Abstract: Objective To explore the molecular characteristics of group B streptococci (GBS) isolated from
neonatal colonization and invasive infection strains. Methods Antibacterial drug sensitivity test, drug resist-
ance gene,a-like protein gene, pilus islands gene and serotype test were carried out for GBS strains of newbo-
rns from January 2017 to June 2020. Results A total of 44 cases of GBS were detected, of which 12 cases
(27.3%) were in the infection group,32 cases were in the colonization group (72.7%). The proportion of pre-
mature infants in the infection group was higher than that in the colonization group (P =0. 004). The multiple
drug resistance rate of GBS strains was 88. 6%. The proportion of pilus islands gene PI2b and « like protein
gene rib in the infection group was higher than that in colonization group (P <C0. 05). The proportion of pilus
islands gene PI2a and « like protein gene alphaC in the colonization group was higher than that in the infection
group (P<C0.05). The proportion of serotype I a in the colonization group was higher than that in the infec-
tion group,while the proportion of serotype [l in the infection group was higher than that in the colonization
group (P<C0.05). Tetracycline resistance gene tetT was more common in serotype [ a strains (P =0. 043),
alphaC gene was common in serotype [ a strains (P<C0.001) ,and rib gene was common in serotype [l strains
(P<C0.001). The corresponding analysis results show that,a like protein gene rib was more common in sero-
type [l strains,while a like protein gene alphaC was more common in serotype [ a strains (P<C0,001). Sero-
type [l strains were more likely to carry pilus islands gene PI2b, while serotype [ a strains were more likely

to carry pilus islands gene PI2a (P =0. 004). Conclusion The multiple drug resistance rate of neonatal GBS
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strains is high.and the distribution of a-like protein gene and pilus islands gene in GBS strains with different

serotypes is different.

Key words: group B Streptococcus; infants;
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