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Application of metagenomic next-generation sequencing in pulmonary atypical pathogen infection”
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Abstract . Objective To explore the diagnostic value of metagenomic next-generation sequencing (mNGS)
in pulmonary atypical pathogen infection. Methods A total of 51 cases who were diagnosed with pulmonary
infectious diseases and underwent mNGS detection in the Department of Respiratory and Critical Care Medi-
cine of the hospital from November 20,2019 to July 17,2020 were collected,the difference between traditional
detection methods and mNGS detection in the detection rate of pathogens was compared,and the application of
mNGS in pulmonary atypical pathogen infection was discussed. Results There was no significant difference
between the detected group and the non detected group (P >>0. 05). The detection rate of mNGS detection for
pathogens was significantly higher than that of traditional detection methods (88. 24% ws. 47. 06%, P <<
0. 05). The detection rate of mNGS detection for atypical pathogens was significantly higher than that of tradi-
tional detection methods (58. 82% ws. 15. 69%, P <C0. 05). There were 13 cases of mixed infection of 2 or
more atypical pathogens detected by mNGS detection in the same patient, which was significantly higher than
that of 1 case detected by traditional detection methods (P<Z0. 05). Conclusion The detection rate of mNGS
detection in pulmonary atypical pathogen infection is significantly better than that of traditional methods.
mNGS detection could detect multiple pathogens at the same time,and has better diagnostic value than tradi-
tional detection methods for the pathogens of pulmonary atypical pathogens.
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