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Abstract: Objective To investigate the relationship between GATA3,interleukin (IL)-13 gene polymor-
phism and IL-13 level and the susceptibility to tuberculosis in children. Methods A total of 414 children with
tuberculosis who were treated in the hospital from December 2019 to December 2020 were randomly selected
as the observation group. Another 456 cases of upper respiratory tract infection without pulmonary tuberculo-
sis were selected as the control group. Venous blood DNA was extracted, and the rs422628 locus of GATA3
gene and rs20541 locus of IL-13 gene were detected by Tag-man fluorescence quantitative polymerase chain re-
action technology. The level of IL-13 was detected by enzyme linked immunosorbent assay. The distribution
frequency of different genotypes was calculated,and the relationship between different single nucleotide poly-
morphism genotypes and the incidence risk of tuberculosis in children was analyzed. Results There were no
significant differences in TT, TC and CC genotypes of rs422628 locus between the observation group and the
control group (P>>0.05),and the difference in AA genotype of rs20541 locus between the observation group
and the control group was statistically significant (P <C0. 05). In the genetic model analysis, the OR value of
the recessive model of rs20541 locus was 3. 349 (P =0. 008),which suggested that children carrying the AA
genotype of rs20541 locus had a relatively high risk to tuberculosis. Children with both CC genotype of
rs422628 locus and AA genotype of rs20541 locus were at relatively high risk to tuberculosis (OR =28. 500,
P =0.043). The serum level of 1L-13 in the observation group was higher than that in the control group (P<<
0.05) ,and the serum level of 1L-13 of children with AA genotype of rs20541 locus was higher than than of
children with AG and GG genotypes of rs20541 locus (P <C0. 05). Conclusion Children with AA genotype of
of rs20541 locus of 11.-13 gene have relatively high susceptibility and high risk to tuberculosis.
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