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Abstract:Objective To explore the diagnostic value of heterotype lymphocytes, EB virus (EBV) and
Toll-like receptor 7 (TLR7) combined detection in childhood infectious mononucleosis (IM). Methods A to-
tal of 119 children patients with IM treated in this hospital from January 2020 to October 2021 were selected
as the IM group,and contemporaneous 50 healthy children undergoing physical examination served as the con-
trol group. The morphologic results of peripheral blood cells, EBV-DNA load and TLR7 mRNA expression
level were compared between the IM group and control group. The detection results of peripheral blood cell
morphology and TLR7 mRNA expression level were compared among the IM children with different EBV-
DNA load. The correlation between peripheral blood cell morphologic detection results, TLR7 mRNA expres-
sion level and EBV-DNA load, and their diagnostic value for IM were analyzed. Results The lymphocytes
count, heterotype lymphocytes ratio, EBV-DNA load and expression level of TLR7 mRNA in the IM group
were higher than those in the control group (P <C0. 05). There was no statistically significant difference in
count of lymphocytes among different EBV-DNA load children patients (P >>0. 05). The ratio of heterotype
lymphocytes and expression level of TLR7 mRNA in the high-load children patients were higher than those in
the low load children patients (P<Z0. 05). The lymphocytes count was not significantly correlated with EBV-
DNA load (P>>0. 05),but ratio of heterotype lymphocytes and expression level of TLR7 mRNA were posi-
tively correlated with EBV-DNA load (P<C0. 05). The receiver operating characteristic (ROC) curve analysis
showed that area under the curve (AUC) of 3-indicator combined detection in diagnosig IM was 0. 952, which
was greater than that of heterotype lymphocytes, EBV-DNA load and TLR7 mRNA expression level alone
(0. 863,0.878,0.792). Conclusion The combined detection of heterotype lymphocytes ratio, EBV-DNA load
and TLR7 mRNA level could improve the diagnostic efficiency for IM, and reduce the misdiagnosis occur-

rence.
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