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Abstract: Objective To investigate the correlation between the vaginal internal environment and vaginal
pathogens caused infectious diseases with high-risk human papillomavirus (HR-HPV) infection. Methods A
total of 221 female patients treated in the Department of Gynecology and Department of Dermatology and Sex-
ually Transmitted Diseases of Jing'an District Shibei hospital from August to December, 2020 were collected
and divided into the study group and control group according to the results of HPV-DNA genotyping. The
pathogenic infection situation and vaginal internal environment related indicators (pH value, H, O, ,leucocyte
esterase,sialidase) were detected in the two groups. Then the statistical analysis was performed. Results A-
mong 221 cases,173 cases were in the study group and 48 cases were in the control group. The 14 kinds of
HR-HPYV genotype detection results showed that the more common infection types were HPV52 (46 cases,
20.8%),HPV16(29 cases,13.1%) and HPV58(29 cases, 13.1%). Among 221 cases, 108 cases (48. 9%)
were diagnosed as bacterial vaginosis (BV),5 cases (2. 3%) as trichomonad vaginitis (TV) and 60 cases
(27.1%) as vulvovaginal candidiasis (VVC). The proportion of the patients of BV and VVC in the study
group were higher than those in the control group,and the difference were statistically significant(P<C0. 05).
The binary Logistic regression analysis results showed that complicating VVC was the risk factor for HR-
HPV infection (P<C0.05). Conclusion VVC is a risk factor of HR-HPV infection, while BV has no relation
with HR-HPYV infection.
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