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Abstract: Objective To explore the relationship between the single nucleotide polymorphism (SNP) of
rs1333049 on chromosome 9P21 of Yi people living in frontier minority areas and coronary heart disease.
Methods Using the case-control method, 120 indigenous Yi people aged over 18 years who were hospitalized
in the Fifth Affiliated Hospital of Kunming Medical University from April 2018 to December 2020 in all coun-
ties and cities of Honghe Hani and Yi Autonomous Prefecture were randomly selected as the research objects,
all of them were native ethnic minority within three generations and living in Honghe Hani and Yi Autono-
mous Prefecture. The average age of them was (56.83+£10. 29) years old,according to clinical data,coronary
angiography and related auxiliary examinations,they were divided into coronary heart disease group and con-
trol group,with 60 cases in each group. Personal data and related auxiliary inspection indicators were collect-
ed,real-time fluorescence quantitative TagMan technology was used to detect rs1333049 SNP and analyze gen-
otypes. Results The average age of the two groups of people were (58. 62+9. 05) years and (55.05+11.19)
years,of which male accounted for 58. 3% and 50. 0%. Hypertension, diabetes, smoking, drinking, fasting
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blood glucose (FBG) of two groups had statistically significant differences (P <C0. 05), there was no signifi-
cant difference in frequency of rs1333049 genotype (CC,CG,GG) in different genders and different age groups
(<045 years old, >45—65 years old,>>65 years old) (P>>0.05). The frequency of CG genotype of rs1333049
(58.3%) in coronary heart disease group was higher than that of the control group (36.7%) ,and the differ-
ence was statistically significant (P<C0. 05). Multivariate Logistic regression analysis showed that,after cor-
recting for hypertension,diabetes,smoking/drinking history,age (OR =1.054,95%CI :1.009—1.101),FBG
(OR=1.741,95%CI :1. 156 — 2. 623) , rs1333049 CG genotype (OR =4.160,95% CI :1.399—12.370) were
independent risk factors for coronary heart disease in Yi people (all P <C0. 05). The area under the curve
(AUC) of ROC curve showed that age>>61.5 years old, FBG=>6. 06 mmol/L in predicting of coronary heart
disease in Yi people were 0. 615 and 0. 644 (P<C0.05),the sensitivity was 45. 0% ,41. 7% ,and the specificity
was 87.3%,89.9%. Conclusion The rs1333049 CG genotype is a susceptible genotype for coronary heart dis-

ease in Yi people. Combined with age,admission FBG level and rs1333049 gene testing can assess the risk of

coronary heart disease in Yi people.
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