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Batch analysis (multi-tube simultaneous test) on detection of SARS-CoV-2
nucleic acid at low concentrations”
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To investigate the clinical significance of SARS-CoV-2 nucleic acid detection by real-
SARS-CoV-2 whole-genome pseud-
ovirus quality control samples were were diluted gradiently with cell preservation solution to form SI1 (1 :
10),S2(1 ¢ 20),S3(1 : 40),S4(1 : 80),S5(1 ¢ 160),S6(1 ¢ 320) and S7 (1 : 640) sample trays,then real-time

PCR was applied to detect these sample trays,samples of each concentration were tested 6 times parallelly in

Abstract : Objective
time PCR with batch analysis (multi-tube simultaneous test). Methods

The positive detection rates of ORF1lab single
tube analysis and batch analysis were S1 (50. 00%/100. 00%), S2 (47. 22%/100. 00%), S3 (16. 67%/
66.67%),S4 (13.89%/66.67%) ,while the positive rates of N gene in single tube analysis and batch analysis
were S1 (100.00%/100.00%),S2 (91.67%/100.00%),S3 (61.11%/100.00%),S4 (30.56%/83.33%),S5
(27.78%/100.00%) and S6 (11.11%/50.00%).S7 (5.55%/33. 33%). Conclusion

tube simultaneous test) can improve the positive detection rate of nucleic acid samples with low concentra-

one detection batch,and 6 batches in total were tested. Results

Batch analysis (multi-

tion,and it can be used in clinical practice when there is a need to improve the sensitivity of the test.

Key words: batch analysis; multi-tube simultaneous ; low concentration; SARS-CoV-2; nucleic

acid; detection rate
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