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Expression of microRNA505-3P in plasma of patients with systemic
lupus erythematosus and its clinical significance
ZHANG Yanni ,LIU Mei , HU Yuhai®
Department of Clinical Laboratory , Hankou Hospital of Wuhan ,Wuhan , Hubei 430013 ,China

Abstract . Objective To detect the expression levels of miRNA505-3P in plasma of patients with systemic
lupus erythematosus (SLE) and explore its role in the pathogenesis of SLE and clinical significance.
Methods Totally 174 patients,who firstly diagnosed with SLE in Rheumatology Department in Wuhan Ha-
nkou hospital from September 2020 to May 2022, were collected and divided into the active group (92 cases)
and the inactive group (82 cases) according to the SLE activity index (SLEDAI) score. At the same time, 60
healthy people,who took physical examination in the hospital, were randomly selected as the healthy control
group. The expression level of miRNA505-3P in plasma of all subjects was detected by real-time fluorescence
quantitative PCR. The plasma high mobility group protein 1 (HMGB1) levels were detected by enzyme-linked
immunosorbent assay. Pearson correlation analysis was adopted to analyze the correlation between miR-
NA505-3P and SLEDAI score and HMGBI. The receiver operating characteristic was plotted to analyze the di-
agnostic value of miRNA505-3P on SLE. Results Compared with the healthy control group,the expression
levels of plasma miRNA505-3P and HMGBI increased significantly in the SLE group (P <C0. 05) ,and the ex-
pression levels of plasma miRNA505-3P and HMGBI in the active group were higher than those in the inac-
tive group (P<C0. 05). Pearson correlation analysis showed that miRNA505-3P was positively correlated with
SLEDAI and HMGB1 (r =0. 734 4,0. 647 5, P <{0. 05). The area under the curve of miRNA505-3P was
0.969 9 (95%CI:0.950 0—0.989 8). When the optimal cut-off value of miRNA505-3P was 0. 765 0, the sen-
sitivity was 96. 67 % , the specificity was 83. 33%. According to the optimal cut-off value of miRNA505-3P, the
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SLE patients were divided into high expression group and low expression group,and the difference of age,gen-

der and whether the kidneys were involved in or not between the two groups had no statistical significance
(P <C0.05),but the difference of proportions of positive ANA and double-stranded DNA antibody and SLE-

DALI score between the two groups had statistical significance (P <Z0. 05). Conclusion The expression level of

MiRNA505-3P increased significantly in patients with SLLE,and its high expression was significantly positively

correlated with SLEDAIL miRNA505-3P can be used as a marker for the auxiliary diagnosis of active SLE, and

it may promote the pathogenesis of SLE by regulating the expression of HMGBI.
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4 95 °C 10 min,95 C 15 s,58 °C 15,72 °C 20 s,
40 NMER B IRARE 3 AHEA. U6 hNZS,
i 2% 5 miRNAS505-3P £ 1l 3 b ) 26 35 K °F-
N ANCt=[ R A H R Ct— LA NS R
Co — IR ZH H A BE R Ce— xRN S 3L Co ],
1.3. 4 FiB Pk CANA) | Fip S 4E DNA Fi 14 #
DU SR TR 422 B g8 5 D' 1 A A I, 452 4R 20 R ™ 4 4%
HEAF 156 B B 2 17, ANA I APk E =1 ¢
100, I A4 WL ZEAH I 1) 2 S AL 7Y, Bt WS DNA {4
PP A PR BE =1+ 10,
1.4 ZEitsehbs R SPSS21. 0 Gi it 84 ik 174K
P53 B 8 S B HE AT IE A AT 25 55 1k 4 b A
HFIEBSARITT R L o5 FoR, B4 iR
FHIR ST FEAS ¢ K 55 Ml A8 20 A it & SRR T M
(P s Pos) Ros B2 ] R HTAE 280 Mann-Whit-
ney U Kp 5. T1E0C7RE A B B8 % R, FUECR T X°
K. K Pearson #3640 #F miRNAS05-3P /K FE 5
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